}Jl;l iprotKB Entry name organism full loglcnacscore oglcnac phosphorylation sites PMIDS |[sequence intracellular [extracellular cytosol [nucleus jmitochndrion | .. ic|golgi [plasma extll"acellular
name sites reticulum |apparatus membrane [region
Q3UPF5 ZCCHV_MOUSE Mus Zinc 38.223321 NaN S257;5262;5265;5269;S273;T277;S [40997131 MTDPEVFCFITKILCAHGGRMTLEE [True False 3.553 [4.126 [1.538 1.394 1.029 1.252 1.347
musculus (finger 324;S350;S425;T508;S553;S583;S6 LLGEISLPEAQLYELLKAAGPDRFVL

CCCH- 80 LETGDQAGITRSVVATTRARVCRRKY

type CQRPCDSLHLCKLNLLGRCHYAQSQ

antiviral RNLCKYSHDVLSEQNFQVLKNHEL

protein SGLNQEELAVLLVQSDPFFMPEICK

1 SYKGEGRKQICGQPQPCERLHICEH

FTRGNCSYLNCLRSHNLMDRKVLAI
MREHGLSSDVVQNIQDICNNKHTR
RNPPSMRAPHPHRRGGAHRDRSKS
RDRFHHNSLEVLSTVSPLGSGPPSP
DVTGCKDPLEDVSADVTQKFKYLGT
QDRAQLSSVSSKAAGVRGPSQMRAS
QEFLEDGDPDGLFSRNRSDSSTSRT
SAAGFPLVAAQRNEAGAMKMGMPS
GHHVEVKGKNEDIDRVPFLNSYIDG
IVTMEEATVSGILGKRATDNGLEEMI
LSSNHQKSVAKTQDPQTAGRITDSG
QDTAFLHSKYEENPAWPGTSTHNG
PNGFSQIMDETPNVSKSSPTGFGIKS
IAVTGGKEAVYSGVQSLRSHVLAMPG
ETTTPVQGSNRLPPSPLSSSTSHRVA
IASGSPGKSSTHASVSPASEPSRMM
MMMSDPAEYSLCYIVNPVSPRMDD
HGLKEICLDHLYRGCQQVNCNKNH
FHLPYRWQLFILPTWMDFQDMEYIE
RAYCDPQIEIIVIEKHRINFKKMTCDS
YPIRRLSTPSFVEKTLNSVFTTKWLW
YWRNELNEYTQYGHESPSHTSSEIN
SAYLESFFHSCPRGVLQFHAGSQNY
ELSFQGMIQTNIASKTQRHVVRRPV
FVSSKDVEQKRRGPDHQPVMPQAD
IALTLFSSPQRNASTVSSNEYEFIELN
NQDEEYAKISEQFKASMKQFKIVTIK
RIWNQKLWDTFERKKQKMKNKTE
MFLFHAVGRIHMDYICKNNFEWILH
GNREIRYGKGLCWRRENCDSSHAH
GFLEMPLASLGRTASLDSSGLQRK




