GGRVQELPVPSEACAYLFTPEWLQG
INKDRPTGRLSTCLLSAPSGIQRLPW
IAELVCPRFVHKEGLMVGHQPSTLPP
ELPSGPPGLPSSPLPEEVLGTRSPGD
GHNAPAEGPEGEYVELLEVTLPVRG
SPVDAEASGLSRTRTVPARKSTGGK
GRHRRHRAWMNQKGLGSRDQDGT
RPPGEGSSTGASSDSPSGAEADPDA
TALQASEPPAEALGEAPESCLLSGEA
IVGGVGQGAEGPPGTPRRTGKGNRR
KKRAAGRGAGSRGGEGTSLSPRDKE
ETRQQEVLVSLPSPSEQEPAECSLVK
EKEDSGKQESESKEELKPADEKEPA
RPEDYEPPEEEIRESEKEELTPQCTA
GSTGPEWFPSEPSTQPLETVQNVKG
DSLPEETPPVSVLDDPVVAWDLMAS
GFFVLTGGVDQTGRALLTITPPPPCL
PEESSPSQETLSTALRYLHSLLRPDL
QLLGLTILLDLRKAPPLPPALLPALSQ
LQDSGEPPLIQRLVILIHEDPPAELCG
FQGAELLSEKDLKRVAKPEELQWDL
GGHRDLSPNHWAEIHQEVARLCTL
CQGVLTSVRQAIEELEGTAEPKEEEA
IVGMPEPLQKVLADPRLTALQRNGGA
ILMRLRSAHSSKLEGPGPAELYQEV
DEATHQLVRLSNLRVQQQEERQRLR
QVQQVLQWLSGPGEEQLASFSMPG
NSLSVLQETELRFRAFSTEVQERLV
QAREALALEEDLTSQKVLDIFEQRLE
QAESGLHRALRLQRFFQQAHEWVD
EGSARLAGAGSGREALLAALALRRA
PEPSAGTFQEMRALALDLGSPAALR
EWGRCRARCQELERRIQQQLGEEAS
PRSHRRRRADSASSAGAQHGAHSPS
PSLSSLLLPSSPGPRAAPSHCSLTPC
GEDYEEEGLELAPETDGRPPRAVLIR
GLEVTSTEVVDRTCSPREHVLLGRA
GGPDGPWGIGTPRMERKRSISAQQR
LVSELIACEQEYVTTLNEPVPLPGPE
LTPELRCTWAAALSVRERLRSFHGT
HFLQELQGCAAHPLRIGACFLRHGD
QFNLYAQFVKHRHKLESGLAALTPS
VKGSMESSPCLPRALQQPLEQLARY
GQLLEELLREAGPELSSERQALRAA
IVQLLQEQEARGRDLLAVEAVRGCEI
DLKEQGQLLHRDPFTVICGRKKCLR
HVFLFEDLLLFSKLKGSEGGSETFVY
KQAFKTADMGLTENIGDSGLCFELW
FRRRRAREAYTLQATSPETKLKWTS
SIAQLLWRQAAHNKELRVQQMVSM
GIGNKPFLDIKALGERTLSALLTGRA
IARTRASVAVSSFEHAGPSLPGLSPGA
CSLPARVEEEAWDLDVKQISLASETL
DSSGDVSPGPRNSPSLQPPSPGSSTP
IALTSGGILGLSRQSHSRALSDPTTPL

}Jl;l iprotKB Entry name organism ffull loglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion ent!oplasmlc golgi plasma X
name sites reticulum |apparatus membrane re
Q3UPH7 |ARH40_MOUSE [Mus Rho 27.598329 T727 S262;T367;5415;5929;S959;51080; (28135057;30059200 MEPEPVEDCVQSTLAALYPPFEATAP [None None None [None [None None None None N¢
musculus |guanine S1431;S1436;S1472;T1490 TLLGQVFQVVERTYQEDALRYTLDFL
nucleotide IVPAKHLLAKVQQEACAQYSGFLFFH
exchange EGWPLCLHEQVVVQLAALPWQLLR
factor 40 PGDFYLQVVPSAAQAPRLALKCLAPG




