}Jl;l iprotKB Entry name organism full oglcnacscore oplcnac iphosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.ioplasmlc golgi plas"ﬂ
name sites reticulum pparatus
Q3UPLO SC31A_MOUSE Mus Protein [31.506739 S798 S526;S531;5798;T1171;S1173 [29187734;28528544;37453647;396 [MKLKEIDRTAMQAWSPAQNHPIYLA [False True 3.595 [3.19 1.294 5.0 2.214 1.492
musculus [transport 27609;36064721;30059200;375070 [TGTSAQQLDATFSTNASLEIFELDLS
protein 81 DPSLDMKSCATFSSSHRYHKLIWGP
Sec31A HKMDSKGDVSGVLIAGGENGNIILY

DPSKIIAGDKEVVIAQKDKHTGPVRA
LDVNIFQTNLVASGANESEIYIWDLN
NFATPMTPGAKTQPPEDISCIAWNR
QVQHILASASPSGRATVWDLRKNEP
IIKVSDHSNRMHCSGLAWHPDVAT
QMVLASEDDRLPVIQMWDLRFASSP
LRVLENHARGILAVAWSMADPELLL
SCGKDAKILCSNPNTGEVLYELPTNT
QWCFDIQWCPRNPAVLSAASFDGRI
SVYSIMGGSIDGLRQKQVDKLSSSFG
NLDPFGTGQPLPPLQIPQQSAQHSIV
LPLKKPPKWIRRPVGASFSFGGKLVT
FESVAVPLQQGAEQQRRQPVFISQV
IVTEKDFLNRSAQLQHAVQSQGFIGY
CQKKIEASQTEFEKNVWSFLKVNFE
EDSRGKYLELLGYRKEDLGQKIALAL
NKVDGPDVALKDSDQVAQSDGEESP
IAAEEQLLGERIKEEKQECDFLPSAG
GTFNISVSGDIDGLITRALLTGNFES
IAVDLCLHDNRMADAITLATAGGQELL
IAQTQKKYFAKSQSKITRLITAVVMKN
WREIVESCDLKNWREALAAVLTYAK
PDEFSALCDLLGTRLEREGDSLLRT
QACLCYICAGNVERLVACWTKAQDG
SSPLSLQDLIEKVVILRKAVQLTQAL
DTNTVGALLAEKMSQYASLLAAQGS
IAAALAFLPDNTNQPNIVQLRDRLCK
IAQGKPVSGQESSQSPYERQPLSKGR
PGPVAGHSQMPRVQTQQYYPHGEN
PPPPGFIMQGNVIPNPAAPLPTAPGH
MPSQLPPYPQPQPYQPAQQYSFGTG
GAAAYRPQQPVAPPASNAYPNTPYIS
PVASYSGQPQMYTAQQASSPTSSSA
IASFPPPSSGASFQHGGPGAPPSSSAY
IALPPGTTGTPPAASELPASQRTENQS
FQDQASILEGPQNGWNDPPALNRV
PKKKKMPENFMPPVPITSPIMNPSG
DPQSQGLQQQPSTPGPLSSHASFPQ
QHLAGGQPFHGVQQPLAQTGMPPS
FSKPNTEGAPGAPIGNTIQHVQALPT
EKITKKPIPEEHLILKTTFEDLIQRCL
SSATDPQTKRKLDDASKRLEFLYDK
LREQTLSPTIINGLHSIARSIETRNYS
EGLSVHTHIVSTSNFSETSAFMPVLK
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