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LEAVQAIQNITQALQKSKENYTAKCV
EQERLKKEGATQREIEKAAVKSKKA
TDTYKLYVEKYALTKADFEQKMTET
IAQKFQDIEETHLIHIKEIIGSLSNAVK
EIHLQIGQVHEEFINNMANTTIESLI
QKFAESKGTGKERPGLIEFEECDPAS
IAVEGIKPRKRKTFALPGITKKEKDAES
VECPDADSLNIPDVDEEGFSIKPEAN
QNDTKENHFYSSSDSDSEDEEPKRY
RIEIKPAHPNNLHHTMASLDELKVSI
GNITLSPAVSRHSPVQMNRNSSNEE
LTKSKPSSLPTEKGTNDLLAWDPLF
GSSLESSSAPLTSSSSARPTTPLSLGT
LVPPPRPASRPKLASGKLSGINEIPRP
FSPPVTSNTSPPPTAPLARAESSSSIS
SSASLSAANTPTVGVSRGPSPVSLGN
QDTLPVAIALTESVNAYFKGADPTKC
IVKITGDVTISFPSGIIKVFTSNPSPAV
LCFRVKNISRLEQILPNSQLVFSDPS
QCDSNTKDFWMNMQAVTIYLKKLS
EQNPAASYYNVDVLKYQVSSNGIQS
TPLNLATYWKCSASTTDLRVDYKYN
PEAMVAPSVLSNIQVVVPVDGGVTN
MQSLPPAIWNAEQMKAFWKLSGISE
KSDSGGSGSLRAKFDLSEGPSKPTTL
IAVQFLSEGNTLSGVDIELVGTGYRLS
LVKKRFATGRYLADC

}Jl;l iprotKB Entry name organism f:;lllne oglcnacscore oglcnac sites  [phosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion reticulum |appa
Q3UQN2 |[FCHO2_MOUSE |Mus F-BAR (47.77162 S380;S477;T491 |S312;T385;S387;5S394;5402;5403;S [22517741;35822049;40885482;368 [MVMAHFVENFWGEKNNGFDVLYH |False True 2.265 [2.695 |0.773 0.878 1.24¢
musculus |domain 487;S492;S495;S507;S509;S510;S5 |52467 NMKHGQISTKELADFVRERATIEEA
only 32 'YSRSMTKLAKSASNYSQLGTFAPM
protein IWDVFKTSTEKLANCHLDLVRKLQEL
2 IKEVQKYGEEQVKSHKKTKEEVAGT




