UniprotKB Entry name organism full oglcnacscore oglcnac p‘h osphorylation PMIDS [sequence intracellular extracellular |cytosol nucleus mitochndrion enqoplasmlc golgi plasma extr:acellular
ID name sites sites reticulum apparatus membrane [region
Q3UR97 SNX21 MOUSE [Mus Sorting |36.83566 T126 NaN 40885482 [MASRLLHRLRHALASDGPGEAAAGP [False False 2.514 |1.641 0.938 False 0.735 False False
musculus [nexin- EAEQFPESSELEDDDAEGLSSRLSG
21

TLSFTSAEDDPDDEDEDDEAGLDSP
PSGDGASGEDAERSPPPDGQRSSQL
LARQLQDFWKKSRNTLVPQRLLFEV
TSANVVKDPPSKYVLYTLAVMGPGP
PDRQPAQISRRYSDFERLHRNLQRQ
FRGPMSAISFPRKRLRRNFTAETIAR
RSRAFEQFLGHLQAVPELRQAPDLQ
DFFVLPELRRAQSLTCTGLYREALAL
WANAWQLQTQLGTPSGPDRPLLTLA
GLAVCHQELEDPGEARACSEKALQL
LGDKRPHPFLAPFLEAHVRLSWRLG
LDKRQSEAQLQALQEAGLTSTPPPSL
KELLIKEVLD




