[IQFGVDVTENTRKVTHGCIVSTIKLF
LPDGMEARLRSDVIHAPLPSPVDKV
AANTPSMYSQELFQLSQYLQEALHR
EQMLEQKLATLQRLLAITQEASDTS
WQALIDEDRLLSRLEVMGNQLQAC
SKNQTEDSLRKELIALQEDKHSYETT
AKESLRRVLQEKIEVVRKLSEVERSL
SNTEDECTHLKEMNERTQEELREL
ANKYNGAVNEIKDLSDKLKVAEGKQ
EEIQQKGQAEKKELQTKIDEMEEKE
QELQAKIEALQADNDFTNERLTALQ
'VRLEHLQEKTLKECSSLGIQVDDFLP
KINGSTEKEHLLSKSGGDCTFIHQFL
ECQKKLMVQGHLTKVVEESKLSKE
NQAKAKESDLSDTLSPSKEKSSDDT
TDAQMDEQDLNEPLAKVSLLKDDL
QGTQSETEAKQDIQHLRKELVEAQE
LARTSKQKCFELQALLEEERKAYRN
QVEESAKQIQVLQVQLQKLHMDME
NLQEEKDTEISSTRDKLLSAQDEILL
LRQAAAEAVSERDTDFVSLQEELKK
VRAELEGWRKAASEYENEIRSLQSS
FQLRCQQCEDQQREEATRLQGELE
KLKKEWDVLETECHSLKKENVLLSS
ELQRQEKELHNSQKQSFELTSDLSI
LQMTRKELEKQVGSLKEQHLRDAA
DLKTLLSKAENQAKDVQKEYEKTQT
VLSELKLKFEMTEQEKQSITDELKQ
CKDNLKLLREKGNNKPWPWMPML
IAALVAVTAMVLYVPGLARASP
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UniprotKB Entry name organism [full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular [cytosol nucleus mitochndrion Pl ic|golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q3URD3 SLMAP_MOUSE [Mus Sarcolemmal|26.727763 T287 S148;S465;5469 [36288343;34418053 |MPSALAIFTCRPNSHPFQERHVYLD |None None None [None None None None None None
musculus [membrane- EPIKIGRSVARCRPAQNNATFDCKVL
associated SRNHALVWFDHKTSKFYLQDTKSS
protein NGTFINSQRLSRGSEESPPCEILSGD




