:J];l iprotKB Entry name |organism [full name |oglcnacscore qglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular|cytosol [nucleus mitochndrion enc'loplasmlc golgi plasma extl.'acellular
sites sites reticulum apparatus membrane region
Q3URU2 [PEG3_MOUSE [Mus Paternally-|25.875327 S782 NaN 30059200 MYHHEDDTNSDMNSDDDMSRSGR |[None None None |None None None None None None
musculus |expressed ETPPPRPSHAFGSERDLERRGRSRD
gene 3 VEPRDRWPYTRNPRSRLPQRDLSLP
protein VMSRPHFGLDRDDDRRSMDYESRS

QDAESYQNVVELKEDKKPQNPIQDN
LENYRKLLSLGVQLAEDDRHSHMT
QGHSSRSKRTAYPSTSRGLKPMPEA
KKPSHRRGICEDESSHGVIMEKFIKD
VARNPKSGRARELNERPPPRFPRPN
DNWKDSSSSRRESVIQERGYEGSAF
RGGFRFNADLASRSRALERKRRYHF
DSDERGSGHEHKSCVRKKPFECGA
EMRQAMSMGNLNSPSFSESQSIDF
GANPYVCDECGRQFSVISEFVEHQI
MHTRENLYEYGESFIHSVAVNEVQK
GQGGGKRFECKECGETFSRSAALAE
HRQIHAREYLAECRDQEDEETIMPS
PTFSELQKMYGKDKFYECKVCKETF
LHSSALIEHQKIHGRGNSDDRDNER
ERERDRLRARAREQRERERERERER
ELGEPFLTCPNFNEFRKMYRKDKIY
ECKVCGESFLHLSSLREHQKIHTRG
NPFENKSRMCEETFVPSQSLRRRQK
TYREKLFDFNNARDALMGNSDSSE
HQKNRSRRNFFEGRGFEKPFVESQ
KSHTITRPPENKDDDKPFTISVNPND
KLKFPIMENGSQGKSYERSVIHSLGS
AEAQKSHGGLGFSKPRPVAESSTQS
SSSIYYPRAHSGGNTYEGKEYKDSII
HSLPAPRPLKRHRANDHIQCDEGGE
SSIYIPDIINKGRKIPAREDAYEGSSSS
NYHTPNVSRAEPPSLSGESHDSKQD
VTFSVPSSSVREHQKARAKKKYIEPR
NNETSVIHSLPFGELLAGHRRAKFF
ECQECGEAFARRSELIEHQKIHDRE
RPSGSRHYERSVIRSLAPSDPQTSYA
QERFIQEQVRKFRAFGQRSTTSNNL
SVQKIYAQETFNAEEPHDKETHGQK
IHDKEPYGKEPSGKEPHGDEPQDKE
PLDQEMRSEEPHDDKPHGQEPHDD
KPHGQEPHDDKPHGQEPHGDEPHG
QEPHGDEPHDKEPIDQEMRSEEPH
SEESHGDEPHGEESHGQEKVEDATI
QASVSEEHQKDDAGDAIYECQDCGL
GFTDLNDLTSHQDTHSRKALVDSRE
YAHSEVHAHSVSEFEKKCSGEKLYE
CPKCGESFIHSSLLFEHQRVHEQDQ
LYSVKACDDAFIALLPVRPRRNCTVE
RNPAVSGSAIRCRQCGQGFIHSSAL
NEHMRQHRDNEIMEQSELSDEIFIQ
GLALTEYQGSETEEKLFECTICGECF
FTAKQLGDHHTKVHKDEPYEYGPSY
THASFLTEPLRKHIPLYECKDCGQSF
LDDTVIAERMVFHPEREGGSEIVAAT
AQEVEANVLIPQEVLRIQGSNAEAAE
PEVEAAEPEVEAAEPEVEAAEPNGE
AEGPDGEAAEPDGEAEQPNGEAEQP
NGDADEPDGAGIEDPEERADEPEED
VEEPEGDADEPDGADIEDPEEEGED
QEIEVEEPYYNCHECAETFASSSAFG
EHLKSHASVIIFEPANAPGECSGYIE
RASTSAGGAEQADDKYFKCDVCGQL

FNDRLSLARHQNSHTG




