UniprotKB Entry name organism full oglcnacscore joglcnac sites ‘p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion enc.loplasmlc golgi extl:acellular
1D name sites reticulum apparatus membrane region
Q3USJ8 FCSD2_MOUSE Mus F-BAR (26.088944 S314;T316;T318;T319(S675;S681 30016717 MQPPPRKVKVTQELRNIQGEQMTKL |None None None [None None None None None None
musculus |and QAKHQAECDLLEDMRTFSQKKAAIE

double REYAQGIQKLASQYLKRDWPGIKTD

SH3 DRNDYRSMYPVWKSFLEGTMQVAQ

domains SRINICENYKNFISEPARAVRSLKEQ

protein QLKRCVDQLTKIQTELQETVKDLVK

GKKKYFETEQMAHAVREKADIEAKS
KLSLFQSRISLQKASVKLKARRSECN
TKATHARNDYLLTLAAANAHQDRYY
QTDLVNIMKALDGNVYDHLKDYLIA
FSRTELETCQAIQNTFQFLLENSSKV
VRDYNLQLFLQENAVFHKPQPFQFQ
PCDSDTSRQLESETGTTEEHSLNKE
ARKWATRVAREHKNIVHQQRVLNE
LECHGVALSEQSRAELEQKIDEARE
SIRKAEIIKLKAEARLDLLKQIGVSVD
TWLKSAMNQVMEELENERWARPP
AVTISNGTLHSLNADAEREEGEEFED
NMDVFDDSSSSPSGTLRNYPLTCKV
VYSYKASQPDELTIEEHEVLEVIEDG
DMEDWVKARNKVGQVGYVPEKYLQ
FPTSNSLLSMLQSLAALDSRSHTSS
NSTEAELVSGSLNGDASVCFVKALY
DYEGQTDDELSFPEGAIIRILNKENQ
DDDGFWEGEFSGRIGVFPSVLVEEL
SASENGDTPWTREIQISPSPKPHTSL
PPLPLYDQPPSSPYPSPDKRSSQFFP
RSPSANENSLHAESPGFSQASRQTP
DTSYGKLRPVRAAPPPPTQNHRRTT
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