
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q3UTQ7 PRD10_MOUSE Mus
musculus

PR
domain
zinc
finger
protein
10

38.223321 NaN S418;T422 40997131 MDPKDESAHVWPTSADHEQSTAQV
HFVPDAGTVAQIVYTDDQVRPPQQV
VYTADGASYTSVDGPEHTLVYIHPVE
AAQTLFTDPAQVAYVQQDATAQQVL
PSIESVHGSDPLATLQNPIARLDAKE
EEEEEEDEDEDTEEEEEEDAEDTDV
DDWQPDPPRPFDPHDLWCEECNNA
HSSVCPKHGPLHPIPNRPVLTRARA
SLPLVLYIDRFLGGVFSKRRIPKRTQF
GPVEGPLVRGSELKDCYIHLKVSLDK
GDRKDRDLHEDLWFELSDETLCNW
MMFVRPAQNHLEQNLVAYQYGHH
VYYTTIKNVEPKQELKVWYAASYAEF
VNQKIHDISEEERKVLREQEKNWPC
YECNRRFISSEQLQQHLNSHDEKLD
VFTRTRGRGRGRGKRRFGPGRRPGR
PPKFIRLEITSENGEKSDDGTQDLLH
FPTKEQFDEAEPATLNGLDQPEQASI
PIPQLPQETPPSLEQEPETHTLHLQP
QQEESLVPTQTTLTADDMRRAKRIR
NAALQHLFIRKSFRPFKCLQCGKAF
REKDKLDQHLRFHGREGNCPLTCD
LCNKGFISSASLESHMKLHSDQKTY
SCIFCPESFDRLDLLKDHVAIHVND
GCFTCPTCKKRFPDFIQVKKHVRSF
HSEKIYQCTECDKAFCRPDKLRLHM
LRHSDRKDFLCSTCGKQFKRKDKLR
EHMQRMHNPEREAKKADRISRSKT
FKPRITSTDYDSFTFKCRLCMMGFR
RRGMLVNHLSKRHPDMKIEEVPELT
LPIIKPNRDYFCQYCDKNEMSYFALS
KKVALYIAFMVKYLTLQVYKSASKRK
AHILKNHPGAELPPSIRKLRPAGPGE
PDPMLSTHTQLTGTIATPPVCCPHCS
KQYSSKTKMVQHIRKKHPEYAQLPN
TIHTPLTTAVISATPAVLTTDSATGET
VVTTDLLTQAMTELSQTLTTDYRTPQ
GDYQRIQYIPVSQSASGLQQPQHIQL
QVVQVAPATSPHQSQQSTVDVGQLH
DPQTYTQHAIQVQHIQVTEPAPAAPS
ASQVAGQPLSPSAQQVQQGLSPSHI
QGSSSTQGQALQQQQNSSVQHTYL
PNAWNSFRGYSAVSAGDTSHESASE
IQMMTLPPGQFVITDSGVATPVTSG
QVKAVTPGHYVLSESQPELEEKQAS
ALSGAVQVQPSAHSDSLDSTGPSQQ
QTTQYIITTTTNGNGGSEVHITKP

True False 1.547 4.687 False 0.171 0.28 0.56 0.726


