UniprotKB Entry name |organism full oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion enc!oplasmlc golgi plasma extt.'acellular
ID name sites sites reticulum apparatus membrane [region
Q3UV74 ITB2L_MOUSE |Mus Integrin [25.685855 NaN NaN 39627609  MLGQCTLLPVLAGLLSLESALSQLCT [False True 1.46 1.749 1.338 1.088 0.742 4.514 2.827
musculus |beta-2- KDNVSTCQDCIRSGPSCAWCQKLNF
like TGRGEPDSVRCDTPEQLLLKGCTSE
protein YLVDPKSLAESQEDKERDQRQLSPR

NVTVFLRPGQAATFKVDFQRTQDNS
VDLYFLMGLSGSAQGHLSNVQTLGS
DLLKALNEISRSGRIGFGSIVNMTFQ
HILKLTADSSQFQRELRKQLVSGKLA
TPKGQLDAVVQVAICLGEIGWRNGT
RFLVLVIDNDFHLAKDKTLGTRQNT
SDGRCHLDDGMYRSRGEPDYQSVV
QLASKLAENNIQPIFVVPSRMVKTYE
KLTTFIPKLTIGELSDDSSNVAQLIRN
IAYSKLSSIVVLNHSTIPSILKVTYDSY
CSNGTSNPGKPSGDCSGVQINDQVT
FQVNITASECFREQFFFIQALGFMDS
IVIVRVLPLCECQCQEQSQHHSLCG
GKGAMECGICRCNSGYAGKNCECQ
TQGPSSQDLEGSCRKDNSSIMCSGL
GDCICGQCECHTSDIPNKEIYGQYCE
CNNVNCERYDGQVCGGPERGHCSC
GRCFCRYGFVGSACQCRMSTSGCL
NNRMVECSGHGRCYCNRCLCDPGY
QPPLCEKRPGYFHRCSEYYSCARCL
KDNSAIKCRECWNLLFSNTPFSNKT
CMTERDSEGCWTTYTLYQPDQSDIN
SIYIKESLVCAEISNTTILLGVIVGVLL
IAVIFLLVYCMVYLKGTQKAAKLPRKG
GAQSTLAQQPHFQEPHHVEPVWNQ
ERQGTQ




