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UniprotkB Entry name organism [full name loglcnacscore oglcnac e ylation b iins sequence intracellular |extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
1D sites sites reticulum apparatus membrane region
Q3UZV7 ELAP2 MOUSE [Mus Endosome/lysosome- [36.83566 TS5 S1017 40885482 MLLLTLRRAKGRDRGRPAGGPRRAL |False False 0.656 (1.031 0.562 False False 4.386 False

musculus

associated apoptosis
and autophagy
regulator family
member 2

SLPWSPAWICCWALAGCQAVWAGD
SSSSGRPLPACQEKDYHFEYTECDS
TGSRWRVAIPNSAVDCSGLPDPVKG
KECTFSCASGEYLEMKNQVCSKCVE
GTYSLGSGIKFDEWDELPAGFSNVA
TFMDTVVGPSDSRPDGCNNSSWLP
RGNYIESNRDDCTVSLIYAVHLKKSG
YVFFEYQYVDNNIFFEFFIQNDQCQ
EMDATTDKWVKLTDNGEWGSHSV
MLKSGTNILYWRTTGILMGSKAVKP
VLVKNITIEGVAYTSECFPCKPGTFS
NKPGSFNCQMCPRNTYSEKGAKECI
RCKEDSQFSEEGASECVDRPPCTTK
DYFQIHTPCDEEGKTQIMYKWIEPKI
CREDLTDAIRLPPSGEKKDCPPCNP
GFYNNGSSSCHPCPPGTFSDGTKEC
KSCPAGTEPALGFEYKWWNVLPAN
MKTSCFNVGNSKCDGMNGWEVAG
DHIRSGAGGSDNDYLILNLHIPGFKP
PTSMTGATGSELGRITFVFETLCSAD
CVLYFMVDINRKSTNVVESWGGTKE
KQAYTHVIFKNATFTFTWAFQRTNQ
GQDNRRFINDVVKIYSITATNAVDGV
AASCRACALGSEQSASSCVPCPPGH
YIEKETNQCKECPADTYLSIHQVYGK
EACIPCGPGSKSTQDHSLCYSDCFFY
HEKENQTLHYDFRNLSSVGSLMNG
PSFTSKGTKYFHFFNISLCGHEGRK
MALCTNNISDFTVKEMVTGSDDYTN
LVGAFVCQSTIIPSESKGFRAALSSQ
SIILADMFLGVTVDTALQNVNIKED
MFPVSPSQVPDVHFFYKSSTATTSCI
NGRSTAVKMRCNPMRPGAGVISVPS
KCPAGTCDGCTFYFLWESAEACPLC
TEHDFHEIEGACKRGLQEILYVWNE
PKWCIKGISLPEKKLSTCETVDFWLK
VGAGVGAFTAVLLVALTCYFWKKNQ
KLEYKYSKLVMTTNSKECELPAADS
CAIMEGEDNEEDVVYSNKQSLLGKL
KSLATKEKDDHFESVQLKSSRCPNI




