UniprotKB Entry name organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion em:!oplasmlc golgi [plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q3UZZ6 ST1D1 MOUSE [Mus Sulfotransferase [22.380232 NaN NaN 37507081 MDNKLDVFRRELVDVEGIPLFWSIA |None None None |None None None None None None
musculus |1 family EHWSQVESFEARPDDILISTYPKSGT
member D1

TWVSEILDLIYNNGDAEKCKRDAIYK
RVPFMELIIPGITNGVEMLNNMPSP
RIVKTHLPVQLLPSSFWKNDCKIIYV
IARNAKDVVVSYYYFYQMAKIHPEPG
TWEEFLEKFMAGQVSFGPWYDHVK
SWWEKRKEYRILYLFYEDMKENPKC
EIQKILKFLEKDIPEEILNKILYHSSFS
IVMKENPSANYTTMMKEEMDHSVS
PFMRKGISGDWKNQFTVAQYEKFEE
DYVKKMEDSTLKFRSEI




