UniprotKB Entry name organism [full name oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus em?oplasmu: golgi plasma extl"acellular
ID sites sites reticulum apparatus membrane region
Q3V009 TMED1 _MOUSE Mus Transmembrane [38.223321 NaN NaN 40997131 MMAAGAAVALALWLLLPAVGVGEA |False False 0.822 |0.875 4.108 3.49 4.06 1.315
musculus |emp24 domain- GPPPIQDGEFTFLLPAGRKQCFYQSA
containing PANASLETEYQVIGGAGLDVDFTLES
protein 1 PQGVLLVSESRKADGVHTVEPTEAG

DYRLCFDNSFSTISEKLVFFELIFDSF
QDEEEVEGWAEAVEPEEMLDVKME
DIKESIETMRTRLERSIQMLTLLRAF
EARDRNLQEDNLERVNFWSAANVA
VLLLVAVLQVCTLKRFFHDKRPVPT




