UniprotKB Entry name organism |full name [oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular lextracellular |cytosol nucleus mitochndrion em:loplasmlc golgi plasma extr"acellular

ID sites sites reticulum apparatus membrane [region

Q3V1D3 AMPD1_MOUSE [Mus AMP 29.125745 NaN T79;S83;T214;S439|39927985 [MPLFKLTGQGKQIDDAMRSFAEKVF |False False 1.845 |1.484 |False False False 0.828 False
musculus |deaminase IASEVKDEGGRHEISPFDVDEICPISL
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HEMQAHIFHMENLSMDGRRKRRF
QGRKTVNLSIPQSETSSTKLSHIEEFI
SSSPTYESVPDFQRVQITGDYASGVT
IVEDFEVVCKGLYRALCIREKYMQKS
FQRFPKTPSKYLRNIDGEALVGNESF
YPVFTPPPKKGEDPFRTEDLPANLGY
HLKMKAGVIYIYPDEAAANRDEPKPY
PYPNLDDFLDDMNFLLALIAQGPVK
TYAHRRLKFLSSKFQVHQMLNEMD
ELKELKNNPHRDFYNCRKVDTHIHA
IAACMNQKHLLRFIKKSYHIDADRVV
YSTKEKSLTLKELFAKLNMHPYDLT
IVDSLDVHAGRQTFQRFDKFNDKYN
PVGASELRDLYLKTDNYINGEYFATII
KEVGADLVEAKYQHAEPRLSIYGRSP
DEWNKLSSWFVCNRIYCPNMTWMI
QVPRIYDVFRSKNFLPHFGKMLENI
FLPVFEATINPQAHPDLSVFLKHITG
FDSVDDESKHSGHMFSSKSPKPEE
WTMENNPSYTYYAYYMYANITVLNS
LRKERGMNTFLFRPHCGEAGALTH
LMTAFMIADNISHGLNLKKSPVLQY
LFFLAQIPIAMSPLSNNSLFLEYAKN
PFLDFLQKGLMISLSTDDPMQFHFT
KEPLMEEYAIAAQVFKLSTCDMCEV
IARNSVLQCGISHEEKAKFLGNNYLE
EGPVGNDIRRTNVAQIRMAYRYETW
CYELNLIAEGLKATE




