UniprotkB Entry name organism full oglcnacscore o'glcnac p‘h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion wem:loplasmlc golgi plasma extr:acellular
ID name sites sites reticulum apparatus membrane [region
Q3V222 Q3V222_MOUSE Mus NaN [26.09834 NaN NaN 36064721 |PQPNYESPYPGAPTFGSQPGPPQPLP |None None None [None None None None None None

musculus

PKRLDPDAIPSPIQVIEDDRNNRGSE
PFVTGVRGQVPPLVTITNFLVKDQGN
IASPRYIRCTSYNIPCTSDMAKQAQVP
LAAVIKPLARLPPEEASPYVVDHGES
GPLRCNRCKAYMCPLMTFIEGGRRF
QCSFCSCVNDVPPQYFQHLDHTGK
RVDAYDRPELSLGSYEFLATVDYCK
NNKFPSPPAFIFMIDVSYNAIRTGLV
RLLCEELKSLLDYLPREGGAEESAIR
VGFVTYNKVLHFYNVKSSLAQPQM
MVVSDVADMFVPLLDGFLVNVSES
RAVITSLLDQIPEMFADTRETETVFA
PVIQAGMEALKAAECAGKLFLFHTS
LPIAEAPGKLKNRDDRKLINTDKEKT
LFQPQTGTYQTLAKECVAQGCCVDL
FLFPNQYVDVATLSVVPQLTGGSVYK
'YACFQVENDQERFLSDLRRDVQKVV
GFDAVMRVRTSTGIRAVDFFGAFYM
SNTTDVELAGLDGDKTVTVEFKHDD
RLNEENGALLQCALLYTSCAGQRRL
RIHNLALNCCTQLADLYRNCETDTLI
NYMAKFAYRAVLNSPVKTVRDTLIT
QCAQILACYRKNCASPSSAGQLILPE
CMKLLPVYLNCVLKSDVLQPGAEVT
TDDRAYVRQLVSSMDVAETNVFFYP
RLLPLTKSPLDSTAEPPAVRASEERL
SSGDIYLLENGLNLFVWVGASVQQG
'VVQSLFNVSSFSQITSGLSVLPVLDN
PLSKKVRGLIDSLRAQRMRYMKLIV
VKQEDKLEMLFKHFLVEDKSLSGGA
SYVDLLCHMHKEIRQLLS




