
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q3YMK9 Q3YMK9_DANRE Danio
rerio

Cytoplasmic
aconitate
hydratase

26.412228 NaN NaN 40044042 MTNPYAHTVEPLDPQKPDHKFFNL
RKLKDPRYEQLPFSIRVLLESAVRNC
DQFLVKQDDVEKILNWKVTQSQTVE
VPFRPARVILQDFTGVPAVVDFAAM
RDAVKKLQGDPEKINPVCPADLVID
HSIQVDFNRKSDSLQKNQDLEFERN
RERFEFLKWGSKAFRNMRIIPPGSGI
VHQVNLEYLARVVFDQDGFYYPDSL
VGTDSHTTMIDGLGVLGWGVGGIEA
EAVMLGQPISMVLPEVIGYRLLGTPD
KYITSTDIVLTVTKHLRQVGVVGKFV
EFFGPGVAQLSIADRATIANMCPEYG
ATAAFFPVDQISIQYLKQTGRDMEKL
SYIEKYLKAVGMFRDYSNTAQDPQF
TQVVELDLTTVEPCCSGPKRPHDRV
SVAEMKKDFETCLVAKQGFKGFQVS
PDRCDVQVPFQFNGAEYSLAHGSVV
IAAITSCTNTSNPSVMLGAGLLAQKA
VQAGLTVKPYIKTSLSPGSGVVTYYL
KESGVMDFLSQLGFEVVGYGCMTCI
GNSGPLPEPVVEAITQGDLVAAGVLS
GNRNFEGRVHPNTRANYLASPPLVI
AYAIAGTVRIDFEKQPLAVNSEGKEV
YLRDIWPTREEIQAVERQFVIPAMFK
EVYEKVEKVNERWNSLKAPSDKLYT
WDPNSTYIKSPPFFDGLTRELQTPKP
ITDAYVLLNLGDSVTTDHISPAGNIA
RNSSAARYLTSRGLTAREFNSYGSR
RGNDAVMARGTFANIRLFNKFINKQ
SPTTIYLPTGETLDVFDAAEKYQQAG
HPLLILAGKEYGSGSSRDWAAKGPF
LLGIKAVLAESYERIHRSNLVGMGVI
PLEYLPGDSAESLGLSGRERYTVMIP
PLLKPRMTVDIKLDTGKTFQARMRF
DTDVELTYFHHGGILNYMIRKMSEN

NaN NaN NaN NaN NaN NaN NaN NaN None


