endoplasmic |golgi I extracellular

UniprotKB Entry name |organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular [cytosol nucleus mitochndrion . .
ID sites sites reticulum apparatus membrane region
Q496]9 SV2C_HUMAN Homo Synaptic 18.379595 NaN S75;S76;T79;T466 (30379171  MEDSYKDRTSLMKGAKDIAREVKKQ |False True 2.502 [2.535 1.337 0.959 0.748 4.732 1.355
sapiens |vesicle TVKKVNQAVDRAQDEYTQRSYSRFQ
glycoprotein DEEDDDDYYPAGETYNGEANDDEG
2C SSEATEGHDEDDEIYEGEYQGIPSM

NQAKDSIVSVGQPKGDEYKDRRELE
SERRADEEELAQQYELIIQECGHGRF
QWALFFVLGMALMADGVEVFVVGF
VLPSAETDLCIPNSGSGWLGSIVYLG
MMVGAFFWGGLADKVGRKQSLLIC
MSVNGFFAFLSSFVQGYGFFLFCRL
LSGFGIGGAIPTVFSYFAEVLAREKR
GEHLSWLCMFWMIGGIYASAMAWA
ITPHYGWSFSMGSAYQFHSWRVFVI
'VCALPCVSSVVALTFMPESPRFLLEV
GKHDEAWMILKLIHDTNMRARGQP
EKVFTVNKIKTPKQIDELIEIESDTGT
'WYRRCFVRIRTELYGIWLTFMRCFN
YPVRDNTIKLTIVWFTLSFGYYGLSV
'WFPDVIKPLQSDEYALLTRNVERDK
YANFTINFTMENQIHTGMEYDNGR
FIGVKFKSVTFKDSVFKSCTFEDVTS
VNTYFKNCTFIDTVFDNTDFEPYKFI
DSEFKNCSFFHNKTGCQITFDDDYS
AYWIYFVNFLGTLAVLPGNIVSALLM
DRIGRLTMLGGSMVLSGISCFFLWF
GTSESMMIGMLCLYNGLTISAWNSL
DVVTVELYPTDRRATGFGFLNALCK
AAAVLGNLIFGSLVSITKSIPILLASTV
LVCGGLVGLCLPDTRTQVLM




