UniprotKB Entry organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular [extracellular [cytosol |nucleus mitochndrion em!()plasmlc golgi [plasma extl:acellular
ID name name sites sites reticulum apparatus membrane region
Q498R3 DJC10_RAT Rattus Dna] 23.439218 NaN NaN 38843836 MGVWLNRDEFIRDVKRISLCLLVLY |False True 1.193 |0.895 |0.952 4.578 0.547 1.165 1.219

norvegicus |homolog
subfamily
C
member
10

VVIVVGTDQNFYSLLGVSKTASSREI
RQAFKKLALKLHPDKNPNNPNAHG
DFLKINRAYEVLKDEDLRKKYDKYG
EKGLEDNQGGQYESWSYYRYDFGIY
DDDPEIITLERREFDAAVNSGELWFV
NFYSPGCSHCHDLAPTWREFAKEV
DGLLRIGAVNCGDDRMLCRMKGVN
SYPSLFIFRSGMAAVKYNGDRSKESL
VSFAMQHVRTTVTELSTGNFVNAIE
TAFAAGIGWLITFCFKGEDCLTPQTR
LRLSGMLDGLVNVGWVDCDTQDSL
CKSLDATASTTAYFPPGATLNNKEKS
SVLFLNSLDAKEIYMEIIHNLPDFEL
LSANKLEDRLAHHRWLVFFHFGKN
ENANDPELKKLKTLLKNEHIQVGRF
DCSSAPGICSDLYVFQSCLAVFKGQG
TKEYEIHHGKKILYDILAFAKESVNS
HVTTLGPQNFPASDKEPWLVDFFAP
'WCPPCRALLPELRKASTLLYGQLKV
GTLDCTIHEGLCNMYNIQAYPTTVV
FNQSSVHEYEGHHSAEQILEFIEDL
RNPSVVSLTPTTFNELVKQRKHDEV
'WMVDFYSPWCHPCQVLMPEWKRM
ARTLTGLINVGSVDCQQYHSFCTQE
NVQRYPEIRFYPQKSSRAYQYHSYN
GWNRDAYSLRSWGLGFLPQASIDLT
PQTFNEKVLQGKTHWVIDFYAPWC
GPCQNFAPEFELLARMIKGKVKAGK
'VDCQAYPQTCQKAGIRAYPSVKLYLY
ERAKKSIWEEQINSRDAKTIAALIYG

KLETFQSQVKRNKDEL




