UniprotKB Entry name organism full name oglcnacscore o.glcnac ‘p.h osphorylation PMIDS |[sequence intracellular [extracellular cytosol nucleus mitochndrion enq()plasmm golgi plasma eth:acellular
ID sites sites reticulum |apparatus membrane region
Q49UB9 Q49UB9 _TRYCR |Trypanosoma |[Phosphodiesterase (19.946178 NaN NaN 30984116 MFTQQRLRPNTQELLKETNHLCEAF |None None None |None None None None None None

cruzi

IAISESILARYQRNNRQLSESEKKAFA
SLLLRVPHDFLTETVASLGTSKTSSI
GPTTDLGSLIDNVFGFGKPLKDVFQL
LNQELGNCLNSPRCRVYYLDPTDNL
LKDPVYATASTLDETTPLGKAVLTGI
QREIAGTLYLPLSFEGKVIACVESAW
GSPEKGDKRRIKETLQFVACAMHNA
IESERLRWNKEKAEAMLEMATQLA
RDNLDEAVLANSIMNTAKVLTESDR
CSIFLVKDDTLEAHFEDGNIVAIPIAT
GIAGYVAQTGQTVKISDAYSDDRFNR
EVDKATGYRTKTILCMPVTYEGSIVA
IVAQLINKLDMVTESGLRLPRTFGKR
DEELFQTFSMFAGASLRNCRINEKLI
NEKRKSDAILDVVTLLSNTDIRDVDG
IVRHVLHGAKRLLYADRSALFLVDKE
RNELYSRIADSVAGKEIRFPCGQGIA
GIVASTGIGENILDAYQDPRFNREVD
KQLGYRTQALLCEPIVLNGEILAVVQ
LVNKLNEAGEVTVFTESDRETFRVF
SLFAGISINNSHLLEFAVKAGREMM
ELNENRALAGGRTGSLRNIKRPLAIT
EAERQAVRDINLAHLDITSIDFDLFY
LRENMELPLDAAAAVAYRLIVGTGLP
QKFRCRDDTLLNFILQCRKKYRNVP
YHNFYHVVDVCQTVYTFLYKGAVCE
KLTELDCFVLLVTALVHDLDHMGLN
NSFYLKTDSPLGILSSASGNASVLEV
HHCNLAVEILSDPDSDVFEGLDAAD
RTLAYRSMIDCVLATDMAKHGKSLE
SFLSVLGNPETSEQRIAELTMQIVLK
IAGDVSNVTKPFDISRLWAMAVTEEF
YRQGDMEKEKGVEVLPMFDRSKNT
ELAKGQIGFIDFVAGPFFKKIVSASLT
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