UniprotKB Entry name organism full oglcnacscore o?lcnac p.h osphorylation PMIDS |sequence intracellular jextracellular cytosol [nucleus mitochndrion enqoplasmlc golgi u extl“acellular
ID name sites sites reticulum apparatus membrane region
Q4CQI9 Q4CQI9_TRYCC [Trypanosoma|NaN (19.946178 NaN NaN 30984116 MANFFRKTASTAPLPDTEEVEMLRQ [None None None [None None None None None None
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KVGTLEELVKRAEEELREEKEKLSTL
QNKTAQWKEKVKELNAKDRACIKQ
LEEELKVIKAMHGDAPIPITAEIQSLV
EKGLATLRYEHEGELGAKQRELEKA
LATASDRASELEKSQRKLEALQKQH
MEMQQRFTRQMESLSKHHEMEITQ
LSERLSEADSIHELKNHISKQEDEIK
AMESHSTQQAVLAGELQKEIAELTT
KNNELQGKLNESLDKMSVMQEKQR
NWKESVKNMKMQDMNTIQELREE
LERQKREASTESGLHPSHEEKLHQ
'WKERVKHEKLKDMETIKDLTNKLSK
SQQQIDEAQKLINNVAIFLEEIPPKVS
HSIEFINKYRSLLSENFVATKKTASA
NSSTSTPLTARKDEKADQDTVRASQ
NLRAQLDEALQQREEVRRELKRTSE
ELAALREQSGADTVNLRAQLDEALQ
QREEVHRELKRTSEELAALREQSGA
DTVNLRAQLDEALQQREEVHRELKR
TSEELAALREQSGADTVNLRAQLDE
ALQQREEVHRELKRTSEELAALREQ
SGADTVNLRAQLDEALQQREEARQS
FRNIQIRLNEIERECEVAVKEKESGI
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ECEHNNSVVAKYTKDIEVLKAKERV
QQSIEYVRNVILRFLCCTNEELRLQ
MLPAISTVLEFSSKEKLDVQRANPSC
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