
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q4CVG3 Q4CVG3_TRYCC Trypanosoma
cruzi

Probable
inactive
acireductone
dioxygenase

19.946178 NaN NaN 30984116 MDAFNPISEAQRLQEEQEILERDRK
RQQEKEERERRAAQEKEAEERRKRE
EMERLIEAEKRRIKQEEEWRKLGTDI
IQNLPPVPPSVVSEGLVQAWYLDDE
TSKPTLRTASLKKGKKRDTPPVTLQQ
LKDLGVIYYDINLNDFSIVRQLVKER
LYKHTDEVHISQTCKDESFLERWFQ
EHFNEDEQIRIVIDGSCYFDVRSKQD
KWIRIYAKAGDLFIFAPGLYHRGTLD
EDDYVALYRLFRDSPRFAPFFRSDAR
AESQKVRLNYLMSLKKGNVAAEIGF
R

None None None None None None None None None


