UniprotKB Entry name organism full oglcnacscore o'glcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol [nucleus mitochndrion enc'loplasmlc golgi plasma extl“acellular
ID name sites sites reticulum apparatus membrane region
Q4D1Y7 Q4D1Y7_TRYCC [Trypanosoma (NaN (19.946178 NaN NaN 30984116 MLRRCWIFYCPIQYTTLSSTAGKLNE [None None None |None None None None None None
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ILDLRVQKTPVHSEVLKQFIRTEVMP
LLAGTSVDRRHDSSELRRFMGQLLR
DSAFAAVVLRARPGGAYVNTIVDCIK
HDHERMQFINKMTSNQASRIIEHLC
RVGVNDSAVYAPLAARLDFCVLKEV
GRAMFSLAEERMHQEVVSFIVPLYC
GETWELTFDGGVGYTNQWNKNCN
VFDAVRVLRVLSKSVRGVVEQQRFD
AAKGTIYPLPVESIHQLRTNLTVFIIQ
NSEILRGGHWINFTRAMVHFPTEFK
TMKYLERHPSVLQAVDSQNLPRRAS
RLGLSETVDTDDMAALGLHYVFAPV
EQQEKVKKKKLQQPTADGSEKENE
GRFDVPSIDLTKLLPIIEDVPLPKAVQ
QRRLQLVMRAIMNDMDTLHFTDLV
RFIQALRRMEGSSEFSSSLNAAISAV
SRILDNGSKNTTVYIPYDRLVNLANL
LTAFRLKSCKGFVNYLFCFLPTVDSV
TVDEATSLMNALAAVAELDGVERCV
RVGEQILDKVGHNFDGVTLPLVLSH
PLQCAKLLRATVLLGAAPSSDAIKRIF
GDTNEGLKVSSNLREAGASVLFDVA
RSLYHFSRLKTTETSWAETVWSKGI
VGALIPLLTQLTSEFHQEVLSSRENG
RSSTSYIPLAWRSSMEAVFPWVDVN
LDTVSLTTMQQRIEEVYPFLRQIAM
MAVCIAEAQRKSLAKKNPVAEPLVF
SSNAVVHMLFFLLMFEHILYHGTW
QAEIDSGAASANGVKEKMQKMKED
YITILSTTVCKDEEGNGVTALSLIDHL
FSPESGRDQSHSVLDRSSILEITTNL
PFSVSLVVSQGPINELFCERAVAAVI

SVND




