
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q4D2X1 Q4D2X1_TRYCC Trypanosoma
cruzi

WD_REPEATS_REGION
domain-containing
protein

19.946178 NaN NaN 30984116 MTQKELALAAQFNGSYRCATTVVVR
TAATETIHRAMPARTLSKQRGDSAS
RSGNGSEGTSTPQKGTRTNGSSPST
HNPSCERPRCTFWLARSDGDIEIRS
VAVPDRVIDLVHRTKKAIVTSLLQISR
NRVVAALSNGLLQVLDAVSLQECRT
VQAHKSSITCMVPVTLAKTQRSQEE
FGCSRIPAFVTASSDLTIAKWDGVTL
ECLGRMKGHSCSVTALAATVSGAFL
FSGGEDGSLRMWSLAEGAQVLRKP
TSQKNAKKGTKTKETAVTPSGQQPQ
QDTKKKRKQSLLPVQKEGSHTARHR
AVAQVSTARATRSLSAQTPSRGGAT
KAVTTPRTPSVATRKKGSRAMSLVL
EGRPPRKKSIKSSNSKPITPRPGPVH
FSGEPEAAMNEEDADEEEEEEREE
NDDEEKDRVTGSEKTRALLPAEDET
GASLRNGLNAGEAGEHKTPRKTSKV
KKGKKRLGWNFDTVLKQLLGDSVE
DPVVRHFFAMQHFCWEEDTALLWP
MKCEHQKAITGLTLIRDRILVTASQD
GVAKMFALPTGRMLRSVHRGRAAL
TGLVMDELHCRLWIGSADGSLAVYD
VLHPDVVPLYSWRDLNTPHPQLVPL
VFHGSLSHLYVFSSFDDKNALSLLP
VKDENRGEPAHPCQGKKFFVKDSS
HKKLCSDKKFNLPAKASLTCVWLDG
GDGAMLMDIPFLKSLDKQFESTRSF
FFGNSVRDAVFRRIIRRPVTEEGEEL
PQYLARERAKAASAVQFAFTQALRQ
RAFSRWLMWRARRMARYRCMRAV
RFLEVFQQERVLESYFKRWQRWRP
SARRLLLHMDMSSVEKRLKCISTSY
RWNEICDVADIARELGNSFAAAEHR
RLLQRYYRKWVIHIKETRRRNAQST
AFNRLFLSFCDVTFGDKSFIWKRLR
DAAEATQRRRRALWLLEQHMVSSQ
HKCRRYYMKLWIKYVKRQKEVRHSL
VLVDTLSSVLADERALRSRFYLKWY
RFALFEARLLRLDEERTTMQREWIA
VQNAVDSTASLTELRQEAEQLEVEIA
EQAFERDEVESRNLALRSDIEYLQV
QKSLECLLAGYRDSSDTVRRRRDSG
SASRSKMSCNTSRERITLFADDDTF
DGEVGTLRQVGAVLRALKATGVRCG
RHRALIMASYERVVQLSILEYPLEAC
DYNSIMSLCSNSDESSLRMRPNALV
TEGKTSSEQRRHVTAHANTPPFLSD
EFDRTMQRLQSIIVNAARLTGVNLN
EPSNYDSLISIQEESSGNEKRIMNTT
DCASLRWLDFVPPTTRTEALPLIVDL
VAMFDSLKAHSDMEVEGGEKKLST
RGAAKVIPLPLRSLCKPQTAVWLVR
HAAVLLELMSPGLWKRHLKLRTLAT
GVTEPGTGTLSSDAAESSPARSAGAT
ATSDNSPGTNKSRTYNNGALEGTPR
QSIPQQFPRLSVDELGVCKKQHRSM
SWTASETRRGHSQKVSSPCGRATFQ
QRVLVHSGGSLTPRPKSSFQFKEED
SDGPRRSLPIPLPFTHSSASTPTKSM
YGSSTTRPYLGFRVAVSRDDAGHTT
LTVHEVAESYVGASDGVTREGPAFA
SGLRAGDQLVRFAGYAVTELAAFNA
VVARHVRPHGTVPVVFSRNGQLMS
STIAVGEKSRNG

None None None None None None None None None


