UniprotKB Entry name organism full loglcnacscore o.glcnac p'h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion enc'loplasmlc golgi plasma extr.acellular
ID name sites sites reticulum apparatus membrane region
Q4D5R2 Q4D5R2_TRYCC [Trypanosoma [Vesicle-|19.946178 NaN NaN 30984116 |MSSPLIVCSVLKDEDARTNLLYMNP [None None None [None None None None None None
cruzi fusing QDAKIFVDSSGIVMINEFLFTVSANT
IATPase GIRAGHVGMNSIQRRLLGLSTTAGS

TVILHKPPQRIPSIAKMVLTVEYIVAS
KRGGTLDCMEFIGYFLKQFSGQCFR
DSQTLAVVLDSGLRLLATVTQLNCD
GLGSVGFLANSTSLILLATEKSEIALT
NVPDNQLDAQQPQLMQNFNLENL
GIGGLRNEFAQVFRRAFASRLFPASY
VKKLGVKHVKGVLLYGPPGTGKTLIA
RKIGEILNCHSPKIVNGPEVFNKFVG
GTEENVRKLFLDAEAEAAAKGDLSK
LHLIIFDEFDAICKQRGAVRDSTGVN
DNVVNQLLAKIDGVNSLNNVLLIGM
TNRMDLIDEAILRPGRFEVHVEISLP
NEEGREEIFRIHTRGMRENGIIGKDV
NLAELASLTKNYSGAEIEGVVRSAIS
NAFNKHIDLDHPTEVVNAQDVFVTR
QDFLRAVEEVEPAFGQAKEECSNLK
GDGITYYGKPWEGVESCCSRYVELLK
GEGKRIHLLSVLIEGLPGSGKSAVAA
YLAEKAEFPYVKVISSEVMVSYGELQ
KVNIIRKAFEDAYRSPTSVIILDDIERI
IEFSHLGGRYSNAILQALLVLIKRPPP
EGRKLLVIGTTALYDVLDSLEMVSCF
SVKMTLPRVPPEALSLVANELELPFA
TQADLHCCVDLLPMSLPMKQLLLVL
EMAAERDTEGRAVITSKTFEQALES
IVGVRGG




