UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular [extracellular |cytosol nucleus mitochndrion enqoplasmlc golgi [plasma extl.'acellular
ID name sites sites reticulum apparatus membrane region
Q4D779 Q4D779_TRYCC [Trypanosoma [NaN (19.946178 NaN NaN 30984116 MRPGDIFSFRVSHITTQFLLATFLLA |None None None [None None None None None None

cruzi

SVSFTLMTEQMNMQPQRDVFYDPA
ELQKQPVVIVVGGGLAGLSAAIEATA
CGAQVILLEKEPRVGGNSAKATSGIN
GWGTRAQAEQDVYDSGKYFERDTH
KSGLGGSTDPGLVRTLSVKSGDAIS
WLSSLGVPLTVLSQLGGHSRKRTHR
IAPDKADGTPVPIGFTIMQTLEQHIRT
KLTDRVTIMENTTVTSLLSKSRVRH
DGAKQVRVYGVEVLQDEGVASRILA
DAVILATGGFSNDKTPNSLLQEFAP
QLSGFPTTNGPWATGDGVKLARELG
VKLVDMDKVQLHPTGLIDPKDPANP
TKYLGPEALRGSGGVLLNKKGERFV
NELDLRSVVSNAIIEQGDEYPDSGGS
KFAFCVLNDAAVRLFGVNSHGFYW
KRRGLFVKADTVEELAALIGCPVENV
RNTLGDYEQLSKENRQCPKTRKVVY
PCVVGPQGPFYVAFVTPSIHYTMGG
CLISPSAEMQLEENTTSPFGHRRPIF
GLFGAGEVTGGVHGGNRLGGNSLL
ECVVFGRIAGDRAATILQNNDTYLW
GEKWSQLKLRNVVEEENGFMWLH
FTFPSSFQVSGLEVLQGVVLRSVSG
DKSVEVYTPYTLPDDEGVVGIALSPL
LTGNGVHWLRTLQPGDTVEMKAAE
RVDRGYMNMLNAPHKVVIATSRGIA
PMMQILRAAMEGPEKDTTIHLIYIAD
RASSIPHREKLKALAEASPERFRCTF
VLQHPQPGWSGAVNYVDEVAASVFP
DPALVIFLCGASEETRSIKSSLLDMG
HDVATIATVE




