UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular [extracellular cytosol nucleus mitochndrion \enc_loplasmlc golgi [plasma extl"acellular
ID name sites sites reticulum apparatus membrane region
Q4DG22 Q4DG22_TRYCC [Trypanosoma|NaN [19.946178 NaN NaN 30984116 MNGKLHRLLQRIASPHLALRLTKEE [None None None |None None None None None None

cruzi

LCLSMAAVARLRLRKEELLHLPLDSI
ITRTQRVSHLCSPIELGMISDGASAL
FCNRADMADTLVCELYAAIGKGAAT
RLDHVTAVVRYASTLGSYSNETIPVIL
MSAPKILSKKDSGSTLQLFLRVAQA
HLSETEFHSLVKELRKRASPEQMKD
IVNEKCILPLIERGSQTEAEEENDDED
DDDNNNINNNKIAWNSPRARNWLS
QRVRRDEAWSPAEVVQGMELYSHF
GMRDPVLQKKLDEAAMSVMPTASKI
HMDEILKVMAISSHLFPLTFEFIRQL
RTKTPESHNSGASSDEDSTSSLTRN
FKTSEAYEKLLTGQHIPEDWMLDVI
QEQNAAVPVDVAAQAACIFAEKGEIP
EGIILQLSMQLRELSPEGLAAFLRAM
RRDPSGSLFQHSVALSAQFTEKVVR
DATVEQLLRICTACSLPLPRGIDTKE
RGVFMEAQGRLGEAVLTRLISVMQT
PCTILFLCKITKLSSALDENNEIVQFV
CSSVCARTSLAVDDALEILEMLHCR
KYVHEPLLDKLEPIFREIVELVVSKM
QSGEEVPDAEARQIARFIVLQTLFDV
PDFEASASLLLHTAEQFMDRTPSEV
LPGAGLLALKQRRMATVHMMLGKV
TGKVSTLSDEALGMLARLIAQSSVGS
PGKNLVNEIVSVVAGRLSHKRRLPP
DVVGLAVVVHCQHGDAGDGIPENV
MDYLLEWMGALSSEVYTELCGAAH
LLKAGDTLTNGLIDEFPLRLNQLTTS
EIANVAFGLGEIDGIGHRLSHQLVAE
KCSDYVVDNSQEFWSGTDIARLIYG
FSRMLCTKRSLYNVFSTRLALRPVFL
PMNQKAISLVVAAFGRSKYLDKKLF
DKFVRRMQEYSDDLEAPELMLAIRG
FSRVMLLNDQLYNELGNKAAEKAN
EFPLDSKCALLASFGSLGIEHEKLAT
RVLDGIVEKLPELGDANKAVDVMTS
LWQMHHEVETDPRVDQLANWIVEQ
SEELTEDAIGKLCAILNDRNWRHVP
LVKAMAEQSVRLQLQQSVSAECCRA
IVLDTLGTFMIHHQGARENLSALGRS
IVSKERIQLSEEEEQQVQLLLRR




