UniprotKB

D Entry name organism [full name oglcnacscore o.glcnac p_h osphorylation PMIDS |[sequence intracellular extracellular|cytosol jnucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
sites sites reticulum |apparatus membrane region
Q4DGU2 Q4DGU2_TRYCC |Trypanosoma |Pseudouridine |19.946178 NaN NaN 30984116 MHQVRGLVQRSSAATLRLLEKNVTP [None None None |None None None None None None
cruzi synthase HDVRTCFIDTVFVDGFGAASAVQLL
RsuA/RIuA- HPVALQQLLAELPKSEALVCVQEAR
like domain- KVVLASKNDIAPIGTWLKNSNHLLC
containing IVKDTTQHTVTELRCRQSRFLAKTEG
protein RLMAHDFSLVEAFAHRLLTREIPQQ

EEKELFLPDEVAMYRGVVEELVRLN
PQAALALAMNTKLPSLGSGASAALA
IALVNLDVPAATLFFLESFSAKDEMS
IAASETCATQVAVCLRNKLWELREVS
IADDPKRAALRESLATACRFNVDPGV
[VFPTDAGAIQRWGSQFLHEEMWPM
ERGRVISDIVRRKRLMPRRVSLDCLS
NWCLTDLERKWVSAMLEGGQGTN
MIGGSDTAVYRSALSCVLKDPKRCL
[VDSRLLRQYALLLKRGELEPSHSSFP
HFIEECGECHGNDERPEELNFLMPP
QSSPSQSSSLESQTLMDALVALAPQ
CSYWRTLLAEKQEGVEAFVAPQGHI
HVTVKLPRVHECVEAAMQAARSSPT
SSFSFASCLPVIFEDNDILVLNKPPH
LASSRHALSCTQMNDKTATDVVSLI
LASTKNGETTRGVFRQGQVHRLDAE
TSGCLVMAKTDCAADSLRHQMGTS
IAAYSQCNKVYLALCAVMEPDLRRIP
LRGVLRDPMDPKIYTKYRVIRFFRKA
RVALLECRIQQGKKHQIRRHLAAAG
LPILQDVEHGGAACTTPLIDRVALHA
IAALTLVHPRTAEVVTFVAPLAMDFA
ETIRQLQ




