}gl iprotKB Entry name organism [full name |oglcnacscore o.glcnac p.h osphorylation PMIDS |[sequence intracellular lextracellular|cytosol mucleus mitochndrion en(!op lasmic golgi N extl:acellular
sites sites reticulum |apparatus membrane region
Q4DK73 Q4DK73_TRYCC [Trypanosoma |GAF 19.946178 NaN NaN 30984116 MHADNSSVIPPCGSKRELYTRLEAV |None None None |[None None None None None None
cruzi domain- IVRSFVELPSSMLTPHFNLMIGLSNV
containing SALLFYELNRFANTNAMLSDLPLNW
protein LGFYLLQSPQRLVLGPFQGRPACIEV

IAMGRGVCGTAAQKGETLIVPDVHAF
PGHIACDSLSNSEIVVPIKTAKGHVV
GVLDVDSTQREFFDAEDAQGLQNIA
TVLSQNLEFPMACTLARNPLLANAA
SIPSHNEAPFSLAGKDEDKVPTVEEA
IAGSKAKGAFPPFSGTKMTAFVITRAP
GTTPAKALTEVGEGASKQQRSQRFT
HRVGGWDFSVTELSRILTQEELLHY
EEALGVSALPEIPFAFNTLRIAPAERA
DVALVKFSLLEVLRSAAAFYRTDAYC
RSTLPQLQIPVADSWKKSPYATVDAK
IVDWAWRNNYFGVNEWRCKLRPLEP
SMPGVNWELLKDQTLPIVFFHNFDI
FEDDLHDHGIVKSSVRFRVMSLAFF
ILFRHFVRVDGYRVWMREVRLFHEF
SVKRPDGQPHIVVREEVRILDIADGE
EFRNYDPNDCAREATVVEANDFYVS

IEDPTYDDWWSTIGVH




