TPRKAAVMVARKEEMSTRTVSELNS
IALLAVASTQRTGRPTVADLVEEQQR
LELRYGELLRRAKKARPSPNEPELDP
SCFAAVQDTERAAVMEELRQTSRRL
REHNKALFIQLKDNPNDVDNWKKI
GNERSELIQLLQALIRELTSGYNAAK
AAVAQGGLPRPNSRRKRSGVSESIG
TESREATMSLVKNRFGSTIQMKRSV
RGPTGPRIPLTSFFERFAKLISDEQN
IAQRWADELLLKEKEMNQNVKQLQY
DLKAEKVLKEKDIAERRQRIAELKVK
VRLEKKHVKEQSEVVRAEVEALNEA
RQRAARDEERVVLEQIRGLEQEEQM
ESRAHADFKEHLIERTEAMDELASQ
WEKKNQTEIKRVEARKIDVEQMRQ
QCAERLQKALKDKEFELQLKSQRDE
ERNQEEAERTAAEAQANLEYDAVSQ
IQSAIRAMFTRQALIILKKKNRKKRK
IAEKK

UniprotkB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
Q4DLH1 Q4DLH1_TRYCC [Trypanosoma |Dynein 19.946178 NaN NaN 30984116 MSSEGTPQLAALKQPSETTIIDRTMH [None None None |None None None None None None
cruzi regulatory LFGTTQQSSHECEIESLPLEFLSTNR
complex IVVSVLEKAIERLELLGLLDTTAPDEG
protein 9 IATRPFFPAIGSTTNVGDAGRNKSSSF




