UniprotkB Entry name organism  [full name joglcnacscore o.glcnac p_h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion en(.lop lasmic golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
Q4DLN7 Q4DLN7_TRYCC [Trypanosoma |[Katanin  |19.946178 NaN NaN 30984116 MENDIALQQAIYSSLRSQRKYNQQC [None None None [None None None None None None
cruzi p60 QSRSAPVNRQTESIQPRNGLRNALL

IATPase- REGIMPAVPRSAQTGISAPVAVSHYR

containing FSPPRTECVGSTEENSNSAGSPIHLQ

subunit RVSDRVPGWTQMCTGGRIQRQNTL

A1

GSQLVFIGTETHLEQTQKIYCSDLLL
LRAVAPLPNDQSMSCFTAQVQSLVS
PGHYAMFGMGVTPNAGEELHGFPLI
LIHFDASGAAFISVERWHMTENDTF
ERLVVLEPMKTLRLIRDRVTLSLVITS
QCMSLSINGELLYPMIVAEGVRLGE
IALPILLSTGGKIIIRDVTVTEGDKPPV
NRLYGRPSSLTVSPKKSDATKKGQA
SLEDRHSPGTRASRSENRVPTTKRP
TATRNTTTKEGKGRPGGDSLPSGIN
IAEFADRIESEIIERSPNVQWEDIAGIP
DAKRLLKEAVILPLLVPELFTGVVQP
WKGVLLFGPPGTGKTMLARAVATSA
KTTFFNISASTLISRYFGESEKMVRT
LFQLARHYAPSTIFFDEVDALMSSR
GGNEHEASRRVKSEMLQQIDGLSTE
SDRRVMVLATTNRPWDLDEAMRRR
LEKRIYIPLPDAEGRMELLKKQTSSM
SLDPSVDLGIIAKSKTVGFSGADLNL
LVRDAAMMPMRKLIADRTPAEIAAM
KEGGKMVLPAVTMRDFEEAAKKIQP
SVSQQSLKQFERWSEELGSV




