
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q4DM53 Q4DM53_TRYCC Trypanosoma
cruzi

TOG
domain-
containing
protein

19.946178 NaN NaN 30984116 MDRAHILRLLDNLRSADNTLRKSAE
AEYESIIQGNSVWMMCNLSELCAVT
DSAPTMQMGLVLLKKLFSSKHNCF
DVSDAQTQQAVKGLMSQVLGKAAF
GPQRGLAAACVSALVVKMHALGQE
WGELWQSVFQILENAESDHQLKTIC
CEIIATTGPSMASYFESHTGRLVTGI
RNCLADPSVEARKSAFDALVNVAMC
RSIPDFAQLVPLMLQVVQDSLNASN
WDDAEQLTGKLADGVAHAPGLFAG
HTSAVLHGLMEVASAPSVASGARH
MAIETLLTYCESEPKTVRKVPNFSTS
FLQLLFEYTLNPVMPDDWDIKGVNL
DDDLEEDDDDTVGSSGIDRLASSLG
GRKLETVAQQLFVENIHSSDWKRRN
AALLLITYLAEGMTTVLEKHLEQIVQ
MVIPAVRDEVKYVRASALDCLTQMS
SDFAPKMQEQLCHSVVPVVMGCLG
DSVPAVATRAARCLDSFFDQCEESE
NEDDTVFIKQFENYIEGLCVSLVTLL
KQTSHKFVREDCLGALSSVISTCKGL
LKPFVSHLVPVFQEVLAMPETPETI
MMKCKAIECTTLLACGVGRESFAPY
AHEMCNYLRDLLNHLARGSKEDDM
RLRYVLRGWTCMTDCLREEVTPYLA
IVMPVLISMMNVECDTEVENAEVGD
DEEDEEEKDVTTMRVVVPGVGVRKI
KMHTGLIEEKDLAASVVSAMLSYVG
KQLKPHLPQITESAVKLLSFQSDSSI
RESGALIIDGVMDAYETAERAQVAVS
VMSPLLNQFAEEDDLEASSAMSVVI
SRCIDDAPTLVSIETVDSISEKILGVL
RRAMESRTESLQSQQEENDDDELD
KLKEEEEEAEALIRDTCDLLDKMLE
RAGAVFAPVFNNKFIPVLQRMLQGN
EKEFMVARGLALLCSLVEHAPDHVA
GLISTIVQSVINFAQRHEDADVLQSS
FYLMNLLLQYFERHEYPAIRQFVQQ
VYGIFSRYMAVAHKEEYEDTTCNAIS
MAVTLLSLYYQLLPEHELAQSLDCV
VNSLPAGGDKTEACRVHERVMMWV
VQRHSLLQGNEARVKAIVARLKSAK
EDVTNESTRAQLAHM

None None None None None None None None None


