
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q4DPB6 Q4DPB6_TRYCC Trypanosoma
cruzi

NaN 19.946178 NaN NaN 30984116 MPTVLSPASRQAYAVVLALMVSLLFI
SAADAEEIVIGVLDGSHKLTTEDIKN
GFKENDKNFINSCGKFDVHGDKFVL
IIEMGKFADYLIPQKGVHLCDLLTSP
TREQKYLYAPQDPRDATWDGHTFPV
TPSIYEDALGGSAEGYVNAERSTLSF
WGDNGSSDNHTGGCCALMPGQNA
AWYRPYRLLFSPKEPAMYLAWGTKP
TVAVPNVPVVFEVNLWNMRSEPVL
ENVTFNITTNGKKVTVTSPTGRYTHF
SNASDPSAAKYTIIVDLVSGPDTVNT
RQLKAVVDVFGKLPWDVTPTAGGNI
PALVRFGKAGTAIGPVDGIAALDEDW
FASSIVGGESRIRPVAGHLNTVEPYT
LPPVSDKWENVTQADGVFRVQVPCK
SVQYYAVAVYSAAVQRIVLQYEFDTA
AVMYFAGKRFVPREEGGSRRGSFAV
DVMQGYHQVLVKLFSDNSTATEDP
RKCTAVSSFSMRVVGTAVGYTHAVM
PDIPEGAYEIWNNNYMFYLLHLGEQ
REEYLYGALDEDFINVSTAIPKPGEH
MSGKVWKVFVFYGGRIPVSAESLPK
DKEAAVSYVAIALYSGYEEKVPVGWT
FTTGGKTDFYIDGKPVYSRPSDIGPL
NESFTTPVSRGWHQLIVRIAATKGQ
SWGLTFYIHFDNYRLGSAHITGSNLP
FGVAPIRPNRPLLSLMELVDVKSRV
GAIPFNPFNNTAVADEFTDLPIDASY
MPGLLLNQSIWTLGQERQYQWVGR
VSADGIWGHRPFGGNSNQYWFVVL
YATESMEATARVIFHGGYAMWLDG
QLVGSSPLSSEKEVRETLPLNKGWN
QLVMKLRANNSFHLIDTRNSRMSW
TAANALCAETRHMELCPLSAVCPFG
VGRPGVFPVPEGSSFVPVKNDENEW
VQVFSGGGNGTSMCETWRDAHDG
RAPIWGETSDNITERHLVPCCGDNS
PPFIWLSITPSSTAEGELGYTYEIPVV
VEAPVVTVDDPAAVTQTVTITCATPG
AIIKYAVNNAEEMALYTHPFTISESS
TIFAQAFAHSRESRRLEVFVEIKS

None None None None None None None None None


