EQEALEEAERRAAEARRERHETLRK
IREEQAEEEAAAAAAEEAALLAAEEE
KLRRKAEKRRKRQEARERELQEQQE
IALEAERKKHAAGNSASQKKAWEEY
IVASHPLEFGNGNQNIEQQHVEHKL
RAPPSATTDLLNRTYTPKCPNCATKF
MSPPKEWDCPLCLRRTRQHIKVWQ
PDDSSSECMICHAAIGRFSRHHCRS
CGRLVCDTCSMAKAIIPALGFNAATK
ICDDCAQMGQRPKETF

g;l iprotKB Entry name organism [full name joglcnacscore o.glcnac p.h osphorylation PMIDS [sequence intracellular lextracellular|cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
sites sites reticulum |apparatus membrane region
Q4DTAO Q4DTAO_TRYCC [Trypanosoma |FYVE-type [19.946178 NaN NaN 30984116 MTVKGTIRFEDLGEPVQRLLRSLKG [None None None |None None None None None None
cruzi domain- GYTEEDMALLEYVSVKDMARIYGEM
containing SSERHAEEIWEELRAALKARQEKAA
[protein RRELELRNRQRQIEADREADERARR




