UniprotKB Entry name organism full loglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular [extracellular cytosol jnucleus mitochndrion enc}oplasmlc golgi plasma extx:acellular
1D name sites sites reticulum apparatus membrane region
Q4DTX5 Q4DTX5_TRYCC [Trypanosoma [NaN (19.946178 NaN NaN 30984116 MSPKKRSRSSPKAGVTATQALDAAH |None None None |None None None None None None

cruzi

MIATAMNAANADTPVTTGGGGGHC
GAFAPCGPAESGVTHDEKDVKARGT
IVEQRPKLPSDLEGLVLHSTVIAPDVI
GIRCMAAHPNGMEMIVVREDGSIVL
YGIDIFQNVPHFERIRHTGGRVNRTI
TRVRYLPYGRSLFLASYLSGQLVVYC
GETLSPLHVHQRTGGAIWDFCVVGE
CIYAAMADGSWQQLRAENNGSVPK
LTMQRIIPKVSGADRALSVCGSEQW
IATAAGTDDAGNVVAWRLPREEERSD
NNTTATTNNNRRRVDNMNNNPPG
GRPISLSDHEALWTSRLPKGMGLCC
IAVSGGVNGGAPVVAVGTSMGDVVL
FDARHGHVLKTFTHHKGPVSTLVSS
GGVLYASGWHESLRSYRCAADGEW
FPAEVKRRTHYHEASELLVQEQQQL
IFSAARDGTVMYAPIGSLFTSPAMYL
SVITQQFAFAKSKNVLLQTRRGRIE
GFRTDAALRHWMPLFAYKVYGKFHI
QGLWCDERLHYMLFATDERAALLR
IVCWRDGAEDALKLGRIEEVVALPAG
RGVLDCCFTQHNDKNSDAAACESC
YMLLDDTVVHITLAEGYPVVATSIRS
SDAESVVDIRPNRLLLDTGKNNSITV
CGLRGRLTCCVAPDGTIDPSSFVWS
QESTRMAVSVPALRHHSPSTFVALT
NNTRYMAGLGTRSPSLLPRTLPHDV
RFIARIPPLDKSVAGFKHETLRFLAC
FSRGLMYVTESSWYMLQRCSVEAAF
IVLDGDEQLLLLVRNLEGTLEALPMC
IWKVRRFGN




