UniprotKB Entry name organism full oglcnacscore qglcnac p‘h osphorylation PMIDS |[sequence intracellular extracellular [cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
Q4DU60 Q4DU60_TRYCC [Trypanosoma [AP-2 19.946178 NaN NaN 30984116 MDMRGLAHFIQDVRKATSSPADEK [None None None [None None None None None None
cruzi complex KRVDVELVKIRSKFRSTAEMTTYDR
subunit RKYVCKLMFIAMLGYPVEFGHMEG
alpha 'VKLLALKSPAEKLIGYLSATVFLHEN

HSLLTLATHMIYKDLLSEQEFNINLA
LTAIANAGGKEFAEVMSSRVKSILLS
DRWNVHVRKKAVLTYLRIYRKYPDV
IVDLGDVIPVVTDLLLSPLLGMSGCAA
VFLTGCLNKSNFHLFHSVPNRVIEL
LGRIILEKQTDPGYVYYGVPAPWLQA
MSMRLLRGFPVPTDSLLKEKILLVLR
RIVQATDRVLRDAQTQQKQKGTMN
RVSAMNAVFSEVVLLVLQWDLDTRL
HNECLDVLSWFVMEKKDSNLRYLG
FSLLSQLCSARSSYNDYRTYCRQYQP
QVVVALHDPDVSIRTKALDVTVCMC
DAETSREGIGALLSYLPIADGLFKEN
LVLAISHLAEVYCVDYGWYVDTILSVI
IAHAGGLTPQFIIYRVVNVIINHKYVQ
KRAATTLFSLLKIRKTVPEVLLRVAAI
IVLGEFGYQIAVNAESTPLMQVTVLQ
NHLKDASEETQSLLLSTFVKLYNYY
DIAVREKILNTLCQYRSSFNVELQQR
IAMEYVGLIELGNDELLQKVLEPLPSF
KEDDFSLVLPGRAQREEANVAVSLN
ISRDKREKLVAPRADKEPDKLNSSDL
LVINRDVPLNSGGESDVDLEALFTV
NSTMQLDRMAKENELLRRRFIFLLE
ETSGVLYSDEFVELHCEQQYRGADA
RVIVIVRNKMAVGLEKVHVETTGVD
IVGLLLQSRNERGDIASSGVLRVEFVA
RSWAPFREAPTVRLSYKRPGECTTE
MKILALPIVTTRFLSPYDEKDEMAYD
TLCKQMNSASVRTRRLSAGCVTHN
GAIEGVLKGMGFCVIHPVDSAEWKA
MAAHATQSHGILSYEPAVVKVFSHS
PGAFTAQVITKSHLLSVAIIDVLEQTL
LSKGQTECEERFSVFGGNLTTLLS




