UniprotKB Entry name organism  [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl_‘acellular
ID sites sites reticulum apparatus membrane region
QA4DXK1 Q4DXK1 TRYCC |Trypanosoma |Guanine 19.946178 NaN NaN 30984116 | MLAKKKAERRHAIAVIASAERQRKL (None None None |None None None None None None
cruzi nucleotide- RRMRPDAKGEKEKMRKVGKRHRTS

binding EEEDHTVDPMAVSAENPADVLRAIG

protein DHVNTRLQKLEFDDDLDADLFDEQ

subunit QRQLREEAAIAAGTKSRVFSTAISGF

beta-like FRQQEEQNKSLKMLRVGHNSNALT

protein IAVCGLGSELVVFGDKSGSVYMAELR

GSPSLPLSSNSSQKTLLRPCLPAAVL
SIAVSDTSGLRPSQRALFERSTVDTS
VISYIAAGGADGTISIWVTRTRMHM
GFLSMHRSAVTGLAFRHDTLYSCSS
DETLRVWSVPQMICQDKLFGHQGS
VLGIHCLKRERCATVGEDGTMRFW
KVDAATQQEFTTHSYFGVKVVLECV
TMVNENVVLCGASNGALLLYDLNK
RKPLAVQEAAHGYGFVGDGTGLEKV
ILAAQLEKASSNGEEQREECRRNAN
PITAVASIPYSDVAASASYDGNVRLW
RIATPETGKKSGPTVDQAQTGAVAKT
TFECLASIPISAIVTSLYFTSSGDALFL
GCGKEPRLGRWVVQRSALNAAYVVP
LDDSRLRAFTACADVEHIPAMLYGF
DDEEDDNHREEKDDGGENDVPGSI
DLTERNGALQANEGSDNDSEVGSG
LFTLGEDGQMQFLVPPEADATDETA
'VVKKKKKAMKAKREKNVPSRGAGG
NNEKKFSRIKRAAENRQTHQPTGDS
PRPQRRKRKKANPKEAKE




