UniprotKB Entry name organism full oglcnacscore o'glcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol [nucleus mitochndrion enc'loplasmlc golgi plasma extl“acellular
ID name sites sites reticulum apparatus membrane region
Q4DY53 Q4DY53_TRYCC [Trypanosoma (NaN (19.946178 NaN NaN 30984116 MSYIVFAVDNADRLTLLGPPTPEGP [None None None |None None None None None None
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NLKQIALSFIQAPKLARRSSTGEFGP
EEPFAFEAVELMRTTFIGKPVKFTED
YVIDVLQRHAGRLELSGGEDASVLLL
QNGFATVSEHIPARMEKTLFAKYSA
LMNEAKMAKKGIFAPDAASHTRVLR
DLTAEETSKLGEKLKGKVVLVRVEQ
VLSPTICMVSAEKFPRTQISVRMPGV
TIKDSDCLAVSTAARFHTERYLLHRK
VKIAFEGWILLVHSWLSDFLQGCIST
ELLLHGFVKINVSTLAFTNHADALR
AAEKEAREKRQGLWKNWEESGESG
TLQVKYGTAAAEAPGLAVNNANSND
GPEYKGPLSFSAVVVQIVNGDTITVR
SDEKGELIRVSLAGVRSSKNVTREQ
DGRSPETRVSYTDYEWEAREFLRTH
YIGKRVIVQVEYARQIFETKEVRPVVL
VKIPETGANIGLSLLETGYATFLLGK
NDVCSEASLLQIAAEKAREKGLGTY
GKGKPPVQKIVELHHLGNARGKYYL
SFLQRGMQGNRPPLLKGVVDAVLG
GGSLRVYIPKENFQIPVKVAGIITPMG
AANSSETADPFAEESKDFAVTRLQQ
FNVEIQVHTVDRAGNFISTVFLPDGT
NFSIATVEAGLGTVANADRLPYYQQL
IDAEKKAQKEGKYIWSNQSSIPQRAA
KLMAERNANGVNCYSRSFGPKSEFI
PYVLSEVGEDGYSVYLQEQGDENEE
RLETLQDLANKVSSLNGEYQPKRGE
LVVAQYRKDKSWHRAKVLHAKKGE
QIVIVLFVDFGTVSETSVKSVRAIPR
GPEFALLRDLEPLARLVRLAFLKSKV
PSPEANAGYACDVAYEYTDGAVIAKE
VYQDGQGNVYYTVTVNENVPSLSET
LLQRGVALLDRIAESVDPSEYQRHEA
AQAIARRSHKGMWQYGDIDDESDG
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