
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q4E087 Q4E087_TRYCC Trypanosoma
cruzi

Guanine
nucleotide-
binding
protein
subunit
beta-like
protein

19.946178 NaN NaN 30984116 MHTSVKWSEKSPGRDGVRPPIYSLC
YSPAADTIVAACGVRVLMYDATTGSV
LNSLKGHTDTVYCVSCSQDGKNIAS
GGADKTVILWNNKGEGVLKYQHKE
SIQALAYNSSTGQLASVASSDYGVFT
PESAKVGKNALPSKGLCVSWSRGGQ
TLAIGLYDGTVLLFSPNSSEKVLVQR
NAPVWALAFSPMTEDGLDVLVVGS
WDRRLSFYNTQGKPVSKEKELPCDP
CCISFYGNGSYLLVGGSDHKLALYTK
DGNLLVSVIEANDWVWSAQQRPSS
SQICCGTNDGCISVIELTLTTVHSIFH
DQYVYRDKMTDIVLHQLTLDKKIRIP
CNDYIRKLAMYRDRLAVHLQNRIVV
FELFYDDERQLRFQDIAHIRKKLECN
LLCVTFNAVLLCLERRLTMFDFQGN
KCREWAFESPVRYIKLVGGAEGKEA
LLLGLKNGAGLRIFVDNPFPTTLVKI
NNPIRCLDLSCMRGKLAVVDDTELL
QVFDLRKKNEVLFTATGVLAVAWNT
EYDDMISYTTSLKTLNIKTGSLPPYQ
QKMPGFVLGFKANRVFNINNTVVD
VVEVPHSHALYRYVEKKDLDSAYRIA
CLGVTEGDWKMLGMHAMTQLRLDI
ARKAFIRIREVRFVELLNRLELEQRQ
GSSKENPENDALLMGDIMAYQGKF
QDAARCFLKSGHENRAIEMFCDLK
MWMEAKKVCSNETHLKELILQQAR
WAEDSQNYVEAASLYQACGDVGKAI
AMMRSAGMVDKMVDMCRALPKSD
VALITECADYFKKHGAKQYALEAYEK
VGDIRSVIALHVGMQEWREAFALLE
RYPSYIREVYIPWAKWLTDNGKFEEA
LEAYRLAKWPREAVRMMESLAANS
VVCRKYCDAAFYYIHLAREYGVLEDG
QHLTEAQWATRMKLSAECVRRADIY
YAYNFVYAHATQPFPYNEVVLFNLS
KYVVSMLSGAVVPLNVGKGEVLYTL
ARVANQLNMTRIARAALEQLQSVVL
PIKITEQVDVDSLLIRSKAYADKEELQ
DVCFRCKQTVPQLTNSGDRCPNCA
HPFVRSFVSFHALPLVEFTLSNDISD
AEAERIILAGFGRKAAESSNENGDTK
YSGWKAETGADVITFSEKEDNIDAMI
DQQMAAMGRGPATGRDPFQAQLAY
VTRPGRPNAEYQPFVVNAEMLRRM
RRDEVFIVRAGFGTLPAQNKYYRVM
DHSVGIVLCPVCQHFFKDEEYEYEC
MKGNGCPLCRQKMGRRQERSMQKI
LNDVLSNEQ

None None None None None None None None None


