}Il;l iprotKB Entry name organism [full name [oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular [extracellular cytosol nucleus mitochndrion eanplasmlC golgi plasma extr"acellular
sites sites reticulum |apparatus membrane [region
Q4E121 Q4E121_TRYCC [Trypanosoma [Spindle 19.946178 NaN NaN 30984116 MGDSLIAQLEQDFRAIEQSDPSLTD [None None None |None None None None None None
cruzi assembly GFKIVYDREVPCELRPMRGGNAEPG

abnormal SLEGMKVKVLSFGDDHSLSTMRVEI

protein 6 TSESDLFFHYTCVINHAGFIRLREHQ

N- SLVCDFPDFLMTLLKMFNRCIKEPQ

terminal RFLVVLLLDENGTANMEFIENLEYK

domain- LVGVLTLPFRASPPEVVREQIGYRYS

containing IAVRARLALLTAQLKNSNLVLKPRQ

[protein




