UniprotKB Entry name |organism [full name |oglcnacscore joglcnac sites [Ceg yiation PMIDS sequence intracellular [extracellular|cytosol nucleus mitochndrion enc!oplasmlc golgi
ID sites reticulum |appara
Q4L180 FIL1L_HUMAN [Homo Filamin A- [22.405159 T226;S791;T1108;T1114|S791;T986;T994;S1052|30379171;39531497;38665916;413 [MRSRGSDTEGSAQKKFPRHTKGHS (True False 0.928 [4.287 [1.069 0.627 False
sapiens |interacting 50704;35254053;28657654;340199 |[FQGPKNMKHRQQDKDSPSESDVILP
protein 1- 48 CPKAEKPHSGNGHQAEDLSRDDLL

like

FLLSILEGELQARDEVIGILKAEKMD
LALLEAQYGFVTPKKVLEALQRDAF
QAKSTPWQEDIYEKPMNELDKVVEK
HKESYRRILGQLLVAEKSRRQTILEL
EEEKRKHKEYMEKSDEFICLLEQEC
ERLKKLIDQEIKSQEEKEQEKEKRVT
TLKEELTKLKSFALMVVDEQQRLTA
QLTLQRQKIQELTTNAKETHTKLALA
EARVQEEEQKATRLEKELQTQTTKF
HQDQDTIMAKLTNEDSQNRQLQQK
LAALSRQIDELEETNRSLRKAEEELQ
DIKEKISKGEYGNAGIMAEVEELRKR
'VLDMEGKDEELIKMEEQCRDLNKR
LERETLQSKDFKLEVEKLSKRIMALE
KLEDAFNKSKQECYSLKCNLEKER
MTTKQLSQELESLKVRIKELEAIESR
LEKTEFTLKEDLTKLKTLTVMFVDE
RKTMSEKLKKTEDKLQAASSQLQVE
QNKVTTVTEKLIEETKRALKSKTDVE
EKMYSVTKERDDLKNKLKAEEEKG
NDLLSRVNMLKNRLQSLEATEKDFL
KNKLNQDSGKSTTALHQENNKIKEL
SQEVERLKLKLKDMKAIEDDLMKTE
DEYETLERRYANERDKAQFLSKELE
HVKMELAKYKLAEKTETSHEQWLF
KRLQEEEAKSGHLSREVDALKEKIH
EYMATEDLICHLQGDHSVLQKKLNQ
QENRNRDLGREIENLTKELERYRHF
SKSLRPSLNGRRISDPQVFSKEVQTE
AVDNEPPDYKSLIPLERAVINGQLYE
ESENQDEDPNDEGSVLSFKCSQSTP
CPVNRKLWIPWMKSKEGHLQNGK
MQTKPNANFVQPGDLVLSHTPGQP
LHIKVTPDHVQNTATLEITSPTTESP
HSYTSTAVIPNCGTPKQRITILQNASI
TPVKSKTSTEDLMNLEQGMSPITMA
TFARAQTPESCGSLTPERTMSPIQVL
AVTGSASSPEQGRSPEPTEISAKHAI
FRVSPDRQSSWQFQRSNSNSSSVIT
TEDNKIHIHLGSPYMQAVASPVRPA
SPSAPLQDNRTQGLINGALNKTTNK
'VTSSITITPTATPLPRQSQITVEPLLLP
H




