
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q4LDG0 S27A5_MOUSE Mus
musculus

Long-
chain
fatty
acid
transport
protein	5

23.627151 NaN NaN 37453647 MGIWKKLTLLLLLLLLVGLGQPPWP
AAMALALRWFLGDPTCLVLLGLALL
GRPWISSWMPHWLSLVGAALTLFLL
PLQPPPGLRWLHKDVAFTFKMLFYG
LKFRRRLNKHPPETFVDALERQALA
WPDRVALVCTGSEGSSITNSQLDAR
SCQAAWVLKAKLKDAVIQNTRDAAA
ILVLPSKTISALSVFLGLAKLGCPVAW
INPHSRGMPLLHSVRSSGASVLIVDP
DLQENLEEVLPKLLAENIHCFYLGH
SSPTPGVEALGASLDAAPSDPVPASL
RATIKWKSPAIFIFTSGTTGLPKPAIL
SHERVIQVSNVLSFCGCRADDVVYD
VLPLYHTIGLVLGFLGCLQVGATCVL
APKFSASRFWAECRQHGVTVILYVG
EILRYLCNVPEQPEDKIHTVRLAMG
NGLRANVWKNFQQRFGPIRIWEFY
GSTEGNVGLMNYVGHCGAVGRTSC
ILRMLTPFELVQFDIETAEPLRDKQG
FCIPVEPGKPGLLLTKVRKNQPFLGY
RGSQAESNRKLVANVRRVGDLYFNT
GDVLTLDQEGFFYFQDRLGDTFRWK
GENVSTGEVECVLSSLDFLEEVNVY
GVPVPGCEGKVGMAAVKLAPGKTFD
GQKLYQHVRSWLPAYATPHFIRIQD
SLEITNTYKLVKSRLVREGFDVGIIAD
PLYILDNKAQTFRSLMPDVYQAVCE
GTWNL

False True 1.91 1.876 2.14 5.0 0.885 5.0 2.034


