UniprotKB Entry organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular |extracellular cytosol nucleus mitochndrion en('ioplasmlc golgi [plasma exl:l:acellular
ID name name sites sites reticulum apparatus membrane [region
Q4V817 LRC8A _RAT [Rattus 'Volume- [23.439218 NaN T200;S202;T215;S217|38843836 MIPVTELRYFADTQPAYRILKPWWD |False True 1.894 |1.367 1.564 1.446 1.051 4.711 1.919
norvegicus [regulated VETDYISIVMLMIAVFGGTLQVTQDK

anion MICLPCKWVTKDSCNDSFRGWGAS

channel SPEPTYPNSTVLPTPDTGPTGIKYDL

subunit DRHQYNYVDAVCYENRLHWFAKYF

LRRC8A PYLVLLHTLIFLACSNFWFKFPRTSS

KLEHFVSILLKCFDSPWTTRALSETV
VEESDPKPAFSKMNGSMDKKSSTVS
EDVEATVPMLQRTKSRIEQGIVDRSE
TGVLDKKEGEQAKALFEKVKKFRTH
VEEGDIVYRLYMRQTIIKVIKFFLIICY
TVYYVHNIKFDVDCTVDIESLTGYRT
YRCAHPLATLFKILASFYISLVIFYGLI
CMYTLWWMLRRSLKKYSFESIREES
SYSDIPDVKNDFAFMLHLIDQYDPLY
SKRFAVFLSEVSENKLRQLNLNNE
WTLDKLRQRLTKNAQDKLELHLFM
LSGIPDTVFDLLELEVLKLELIPDVTI
PPSIAQLTGLKELWLYHTAAKIEAPA
LAFLRENLRALHIKFTDIKEIPLWIYS
LKTLEELHLTGNLSAENNRYIVIDGL
RELKRLKVLRLKSNLSKLPQVVTDV
GVHLQKLSINNEGTKLIVLNSLKKM
VNLTELELIRCDLERIPHSIFSLHNL
QEIDLKDNNLKTIEEIISFQHLHRLT
CLKLWYNHIAYIPIQIGNLTNLERLYL
NRNKIEKIPTQLFYCRKLRYLDLSHN
NLTLLPADIGLLQNLQNLAVTANRIE
ALPPELFQCRKLRALHLGNNVLQSL
PSRVGELTNLTQIELRGNRLECLPVE
LGECPLLKRSGLVVEEDLFSTLPPEV
KERLWRADKEQA




