UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular |extracellular cytosol nucleus mitochndrion em:loplasmlc golgi plasma extr.'acellular
ID name sites sites reticulum apparatus membrane [region
Q4VI9C6 Q4V9C6_DANRE |Danio NaN [26.412228 NaN NaN 40044042 MAQMRHFPRRRDGPLPPRPPPAWD |[NaN NaN NaN [NaN NaN NaN NaN NaN None

rerio

EHLAYEELLHWDNLMQEGYHLHPH
DYERYEELRYWYDCLCYEEDLRQYN
DYIVEYRKWEEENLHPEEPMPPMRP
PPQRTFVNEDRYLRAKHTTVYPSSE
QLDAVQNMVSHIEFAMKAVSDWFN
EKEAGDTDTKSKSSQSKLRGVLRVG
LVAKGLLLKDDLDLELVLLTRDAPTS
SLLRLVSGKLSELIKDVTEEKYVITPS
IQEASVIVTSTKEPLLKLRIHLTSPVV
REQVEKEASGEPCAESSPQDALDRQ
KCLASLASLRQAKRFQAKVSGLESC
IVIVIRILRDLCSRVSTWAPLKGWTLE
LLCQKAISTSERMLGPGEAFRRVLE
CLASGIIMEGGPGISDPCERDTTDAA
IVYLTSQQREDITQSAQFALRLSAFGQ
LYKVLGMDRLTSKAARMIEHRVPDP
PIKRPRESFDGGDFDTRLKFPRKEER
KEPPNALMKLNQLRPGTVYKLASQT
GPEHEPQFSMTVEVDGVTYEATGPS
KRSAKLHVAQKVLVALGVPLPSETKP
AEEKKSQSVSTPAATASSENTPTGSD
DGAEGGPILTKHGKNPVMELNEKR
RSLKYELVSVKGRFNDKTFTIEVDVD
GQKFQGSGSNKKLAKANAALAALEQ
LFPNCPPEPVKKKKFNPMGYGMGG
IVSENRGRGRGRGRGRGFNTTKFTD
PSTSVNPQADPSAASTASAATYQAVP
PPVTGYYNQYTQSYSQFKKPQDQAQ
NENQNQSKTANQQAPLVGPDYGYG
IYQGAGMNMAAPPNYNYAAYSGPPG
TASFGPPGTTNQSYNFTQSAYPNLG
GYSSGGASTTDYTYR




