UniprotKB Entry name |organism [full name |oglcnacscore |oglcnac sites phosphorylation g sequence intracellular [extracellular [cytosol [nucleus imitochndrion |, . | golgi ple
ID sites reticulum  |apparatus jme
Q4VCS5 AMOT _HUMAN Homo /Angiomotin [30.958367 S182;T195;S213;T776|S714 28657654;32870666;29249144;351 [MRNSEEQPSGGTTVLQRLLQEQLRY [None None None [None None None None No

sapiens

38101;34019948;30620550;352540
53;29485866;32119511;29217192;3
8665916

GNPSENRSLLAIHQQATGNGPPFPS
GSGNPGPQSDVLSPQDHHQQLVAH
AARQEPQGQEIQSENLIMEKQLSPR
MQNNEELPTYEEAKVQSQYFRGQQ
HASVGAAFYVTGVTNQKMRTEGRPS
VQRLNPGKMHQDEGLRDLKQGHVR
SLSERLMQMSLATSGVKAHPPVTSA
PLSPPQPNDLYKNPTSSSEFYKAQGP
LPNQHSLKGMEHRGPPPEYPFKGM
PPQSVVCKPQEPGHFYSEHRLNQPG
RTEGQLMRYQHPPEYGAARPAQDIS
LPLSARNSQPHSPTSSLTSGGSLPLL
QSPPSTRLSPARHPLVPNQGDHSAH
LPRPQQHFLPNQAHQGDHYRLSQP
GLSQQQQQQQQQHHHHHHHQQQ
QQQQPQQQPGEAYSAMPRAQPSSA
SYQPVPADPFAIVSRAQQMVEILSDE
NRNLRQELEGCYEKVARLQKVETEI
QRVSEAYENLVKSSSKREALEKAMR
NKLEGEIRRMHDFNRDLRERLETA
NKQLAEKEYEGSEDTRKTISQLFAK
NKESQREKEKLEAELATARSTNEDQ
RRHIEIRDQALSNAQAKVVKLEEELK
KKQVYVDKVEKMQQALVQLQAACE
KREQLEHRLRTRLERELESLRIQQR
QGNCQPTNVSEYNAAALMELLREK
EERILALEADMTKWEQKYLEENVM
RHFALDAAATVAAQRDTTVISHSPN
TSYDTALEARIQKEEEEILMANKRCL
DMEGRIKTLHAQIIEKDAMIKVLQQR
SRKEPSKTEQLSCMRPAKSLMSISN
AGSGLLSHSSTLTGSPIMEEKRDDK
SWKGSLGILLGGDYRAEYVPSTPSPV
PPSTPLLSAHSKTGSRDCSTQTERGT
ESNKTAAVAPISVPAPVAAAATAAAIT
ATAATITTTMVAAAPVAVAAAAAPAA
AAAPSPATAAATAAAVSPAAAGQIPA
AASVASAAAVAPSAAAAAAVQVAPAA
PAPVPAPALVPVPAPAAAQASAPAQT
QAPTSAPAVAPTPAPTPTPAVAQAEV
PASPATGPGPHRLSIPSLTCNPDKTD
GPVFHSNTLERKTPIQILGQEPDAE

MVEYLI




