UniprotKB Entry name organism [full name (oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular |extracellular [cytosol nucleus mitochndrion enc.loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q502W6 VWA3B HUMAN [Homo lvon 18.379595 NaN NaN 30379171 MEKSGPSSTISEQQLQRQEGWINTK [None None None |None None None None None None
sapiens  |Willebrand TDLAEQSLISSEKWLQLHGLKSNKL

factor A TLKQILSQIGFPHCEDYVASLGRPVA

domain- SRYADGLFPQLYRAEDGRVYNLTAK

containing SELIYQFVEHLTQAVESYKQRMDWL

protein 3B 'TSKSRQIFGVILEQCVTIVLDFGGILE

GELDLCREALTMVLQEQVAHITEFN
IIRVSQEPVKWQENATPVTEQSIATAI
SWVEKLTVELTVSEAGRLDALLEAG
RDKTIESIYYFVVGDVPEESKELLLQ
RALEIPCPVYTVSFNARGEGTIAFLK
DLSAKTHSRFHAFAERTECVEFPAF
STKDGDNVMTWNSRKLKGKLPPGA
GVREDVFLVWQEMEEACSTLAQIQR
LVAEPPKPDVATVDCESETTSVEIAS
NPEDTWDSKTWLQKYGLKAQKLSL
YDVLADCSFRHADGVVDIKAKPENE
SVQTSAETNKKTVHAKYCSRFVHAP
'WKDGSLVHVNITKEKCKWYSERIHT
ALARIRRRIKWLQDGSQSLFGRLHN
DCIYILIDTSHSMKSKLDLVKDKIIQF
IQEQLKYKSKFNFVKFDGQAVAWRE
QLAEVNEDNLEQAQSWIRDIKIGSST
NTLSALKTAFADKETQAIYLLTDGRP
DQPPETVIDQVKRFQEIPIYTISENYN
DEIANRFLKEVAALTGGEFHFYNFG
CKDPTPPEAVQNEDLTLLVKEMEQG
HSDLEKMQDLYSESLIMDWWYNAE
KDGDSKHQKEICSMISTPEKCAKPQ
SDVDSTQTSSLNMLKGPWGLSDQK
VQKKKVLHAESTKTSLLRSQMSSLR
SSACSERKDGLSNASSRRTALSDKE
MSILLAEEWLDDKSSEKVTREGSQV
'YDHDSSDVSSENWLKTYGLVAKKLT
LMDALSVAAVPHSSTYVPVLDKHVV
SKVFDEVFPLAHVCNDTNKMTLINP
QGAKLNIYKRKVEQAIQSYEKRLNKI
VWRALSQEEKEKLDANKPIQYLENK
TVLNQALERLNWPISLKELSMLESEI
LAGKMYIQQAMELQEAAKKNYANK
APGEQQKLQGNPTKKTKSKRPDPLK
GQKVIARCDENGFYFPGVVKKCVSR
TQALVGFSYGDTKVVSTSFITPVGGA
MPCPLLQVGDYVFAKIVIPKGFDFYV
PAIVIALPNKHVATEKFYTVLKCNNR
REFCPRSALIKISQNKYALSCSHIKSP
PIPEDPEVEDVEARNSAFLFWPLKEA
DTQDSREPRREKPRRKKRPAKQPLQ
QAAPSDSDGSSHGISSHGSCQGTHP
EPRTAHLHFPAAGRLGLSSHAIIATP

PPRAALPCTLQATHSSKGLRSVPETL




