UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion em‘loplasmlc golgi [plasma extl"acellular
1D name sites sites reticulum apparatus membrane region
Q52LC2 VAS1L HUMAN [Homo V-type [28.275761 NaN NaN 39894887 MRLWKARVLKLVLKTAKDSRLGLNS |False False False [0.656 1.966 False False 2.119 False
sapiens proton KWLSLKLGDAGNPRSLAIRFILTNYN
ATPase KLSIQSWFSLRRVEIISNNSIQAVFN
subunit PTGVYAPSGYSYRCQRVGSLQQDQA
S1-like LLLPSDTDDGSSLWEVTFIDFQIQGF
protein IAIKGGRFTKAQDCASSFSPAFLIGLA
MSLILLLVLAYALHMLIYLRYLDQQY
DLIASPAHFSQLKARDTAEEKELLRS
QGAECYKLRSQQISKIYV




