UniprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular [extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi ¥ extl:acellular
ID nmame sites sites reticulum apparatus membrane [region
Q538720 LUZP6_HUMAN |Homo Leucine |26.672613 T33 NaN 35289036;37340703 MKSVISYALYQVQTGSLPVYSSVLTK |None None None |None None None None None None
sapiens zipper SPLQLQTVIYRLIVQIQHLNIPSSSST
protein HSSPF
6




