
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac	sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion

0

Q53ET0 CRTC2_HUMAN Homo
sapiens

CREB-
regulated
transcription
coactivator
2

30.714229 T37;S70;S127;S128;S171;S173;S48
9;S492;S504;S514;S516;S519

S70;S86;S90;S136;T169;S171;T192;
S274;S306;S368;S393;S433;S456;T
488;S489;S490;S492;T501;S613;S6
23;S624

29351928;39302247;30059200;395
31497;32574038;23301498;292370
92;38665916;34019948;31492838;3
5132862;18323454;39534244;3528
9036;35254053;33214551

MATSGANGPGSATASASNPRKFSEK
IALQKQRQAEETAAFEEVMMDIGST
RLQAQKLRLAYTRSSHYGGSLPNVN
QIGSGLAEFQSPLHSPLDSSRSTRH
HGLVERVQRDPRRMVSPLRRYTRHI
DSSPYSPAYLSPPPESSWRRTMAWG
NFPAEKGQLFRLPSALNRTSSDSAL
HTSVMNPSPQDTYPGPTPPSILPSRR
GGILDGEMDPKVPAIEENLLDDKHL
LKPWDAKKLSSSSSRPRSCEVPGINI
FPSPDQPANVPVLPPAMNTGGSLPD
LTNLHFPPPLPTPLDPEETAYPSLSG
GNSTSNLTHTMTHLGISRGMGLGP
GYDAPGLHSPLSHPSLQSSLSNPNL
QASLSSPQPQLQGSHSHPSLPASSL
ARHVLPTTSLGHPSLSAPALSSSSSS
SSTSSPVLGAPSYPASTPGASPHHRR
VPLSPLSLLAGPADARRSQQQLPKQ
FSPTMSPTLSSITQGVPLDTSKLSTD
QRLPPYPYSSPSLVLPTQPHTPKSLQ
QPGLPSQSCSVQSSGGQPPGRQSHY
GTPYPPGPSGHGQQSYHRPMSDFN
LGNLEQFSMESPSASLVLDPPGFSE
GPGFLGGEGPMGGPQDPHTFNHQN
LTHCSRHGSGPNIILTGDSSPGFSKE
IAAALAGVPGFEVSAAGLELGLGLED
ELRMEPLGLEGLNMLSDPCALLPDP
AVEESFRSDRLQ

True False 2.848 4.871 2.424


