UniprotKB Entry name organism [full name |oglcnacscore o.glcnac p'h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion en('loplasmlc golgi plasma extr'acellular
ID sites sites reticulum apparatus membrane [region
Q53FDO0 ZC21C_HUMAN [Homo Zinc 28.275761 NaN NaN 39894887 MAGLQRLASHLPVGVMLPHNTTEA |False False 1.359 [3.172 |1.697 False False False 0.188
sapiens [finger PGPHSAKQDSYEQGDSSQQSLKGHL

C2HC RNNFQKQLLSNKELILDKVYTHPKW

domain- NTQTKARSYSYPHCTGISQQDPESD

containing SQGQGNGLFYSSGPQSWYPKANNQ

protein DFIPFTKKRVGVDRAFPLKPMVHRK

1C

SCSTGEAGTDGDHNVYPRPPEPREF
SSRNFGVRNQGNFSVVGTVLAATQA
EKAVANFDRTEWVQIRRLEAAGESL
EEEIRRKQILLRGKLKKTEEELRRIQT
QKEQAKENENGELQKIILPRSRVKG
NKSNTMYKPIFSPEFEFEEEFSRDR
REDETWGRSQQNSGPFQFSDYRIQR
LKRERLVASNNKIRDPVSEPSVEKFS
PPSETPVGALQGSARNSSLSMAPDS
SGSSGSIEEPQLGECSHCGRKFLSFR
LERHSNICSRMRGSKRKVFDSSRAR
AKGTELEQYLNWKGPASAKAEPPQK
SNWR




