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Q53GL7 PAR10_HUMAN Homo
sapiens

Protein	mono-
ADP-
ribosyltransferase
PARP10

26.21016 S342;S356 T101;S378;S423;S431;S663;S1011 29351928 MVAMAEAEAGVAVEVRGLPPAVPDE
LLTLYFENRRRSGGGPVLSWQRLGC
GGVLTFREPADAERVLAQADHELHG
AQLSLRPAPPRAPARLLLQGLPPGTT
PQRLEQHVQALLRASGLPVQPCCAL
ASPRPDRALVQLPKPLSEADVRVLEE
QAQNLGLEGTLVSLARVPQARAVRV
VGDGASVDLLLLELYLENERRSGGG
PLEDLQRLPGPLGTVASFQQWQVAE
RVLQQEHRLQGSELSLVPHYDILEP
EELAENTSGGDHPSTQGPRATKHAL
LRTGGLVTALQGAGTVTMGSGEEPG
QSGASLRTGPMVQGRGIMTTGSGQ
EPGQSGTSLRTGPMGSLGQAEQVSS
MPMGSLEHEGLVSLRPVGLQEQEG
PMSLGPVGSAGPVETSKGLLGQEGL
VEIAMDSPEQEGLVGPMEITMGSLE
KAGPVSPGCVKLAGQEGLVEMVLL
MEPGAMRFLQLYHEDLLAGLGDVA
LLPLEGPDMTGFRLCGAQASCQAAE
EFLRSLLGSISCHVLCLEHPGSARFL
LGPEGQHLLQGLEAQFQCVFGTERL
ATATLDTGLEEVDPTEALPVLPGNA
HTLWTPDSTGGDQEDVSLEEVRELL
ATLEGLDLDGEDWLPRELEEEGPQE
QPEEEVTPGHEEEEPVAPSTVAPRW
LEEEAALQLALHRSLEPQGQVAEQE
EAAALRQALTLSLLEQPPLEAEEPPD
GGTDGKAQLVVHSAFEQDVEELDRA
LRAALEVHVQEETVGPWRRTLPAEL
RARLERCHGVSVALRGDCTILRGFG
AHPARAARHLVALLAGPWDQSLAFP
LAASGPTLAGQTLKGPWNNLERLAE
NTGEFQEVVRAFYDTLDAARSSIRVV
RVERVSHPLLQQQYELYRERLLQRC
ERRPVEQVLYHGTTAPAVPDICAHG
FNRSFCGRNATVYGKGVYFARRASL
SVQDRYSPPNADGHKAVFVARVLTG
DYGQGRRGLRAPPLRGPGHVLLRYD
SAVDCICQPSIFVIFHDTQALPTHLIT
CEHVPRASPDDPSGLPGRSPDT
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